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The vasculature is one of the ﬁrst organ systems to develop and it
forms an extensive network throughout the body mediating gas ex-
change, transport of nutrients and waste products, as well as delivering
cells and mediators involved in immunity. Blood vessels mainly consist
of endothelial cells (ECs) that line the internal surface of the entire vas-
cular system and mural cells, i.e. vascular smooth muscle cells (VSMCs)
and pericytes, which surround the inner endothelial lining [1]. VSMCs
circumferentially wrap around the inner layers of arteries, arterioles,
veins and venules. The number of VSMC layers differs with the calibre
and speciﬁcation (venous or arterial) of the vessels. Pericytes are locat-
ed in microvessels: capillaries, in which one or two ECs make up the
inner perimeter of the blood vessel, precapillary arterioles and
postcapillary venules [1, 2]. In larger vessels, ﬁbroblasts and matrix
form an additional outer layer [1], which also contains a microvascular
system: the vasa vasorum. Moreover, bone marrow-derived circulating
cells can adhere to and/or inﬁltrate into the different layers of blood ves-
sels [1]. Several vascular and inﬂammatory cells are differently involved
in the maintenance of the integrity of blood vessels, and in vascular
remodelling following disease or injury. In post-natal life, the growth
potential of large vessels is mostly limited to development of collaterals
following the obstruction of a large vessel or a vascular shunt [3].
Classically speaking, the microvasculature network can grow through
angiogenesis (i.e., formation of small vessels from a pre-existing vascu-
lar structure) or vasculogenesis (deﬁned as the de novo formation of
blood vessels starting from stem cells). However, stem and progenitor
cells are nowknown to contribute to both vasculogenesis and angiogen-
esis. For the former, they can differentiate into vascular cells which
represent the building blocks of new vessels. For the latter, they can
act in a paracrine manner (i.e., releasing proangiogenic factors) to
promote angiogenesis. The vascular biology community started to use
the term “post-natal vasculogenesis” when evidence of the existence
of “endothelial progenitor cells” able to integrate in blood vessel struc-
ture were proposed by Asahara and others [4,5] in the late 90s. Today,
this term is not commonly used and “angiogenesis” is widely employed
to describe the post-natal growth of microvessels.
A healthy and functional vasculature is essential to ensure tissue
perfusion. Congenital and acquired vascular diseases create the need
for surgical anatomical repair, endarterectomy and by-pass or replace-
ment of (portions of) large vessels. The possibility to use portions of
autologous vessels is limited in some patients, due to extensive athero-
sclerosis disease, previous harvest or insufﬁcient time to proceed with
harvest (such after aneurysm rupture). Biological homografts, xeno-
grafts and prosthetic grafts are currently used in the operating theatre,
but they present some limitations, especially as substitute for smaller
vessels such as coronary arteries and the lower leg and foot arteries
where limited run-off (distal ﬂow rate) is a signiﬁcant determinant of
ﬂow rate and long-term patency. Moreover, in the context of paediatric
surgery, they have themajor limitation of not being able to remodel and
grow in synchrony with postnatal cardiothoracic development. Hence,
VTE, based on the use of (bio) materials that can be combined with
stem cells and other cellular and molecular products, is currently
being investigated as a revolutionary option that would meet these
clinical needs. Vascular pathology does not only relate tomacrovascular
disease. It also affects the microcirculation, which can worsen tissue
ischemia induced by obstruction of large arteries. Moreover, there are
clinical situations where microangiopathy can cause tissue ischemia
independently of arterial occlusion. Diabetes mellitus is one of the
main causes of microangiopathy. New therapeutic solutions thatwould enable improved blood perfusion by enhancing themicrocircula-
tion in ischemic tissues are the object of intense basic and clinical
research. Gene- and cell-based therapeutic neovascularization has
been developed for more than 20 years and is now ready to deliver
clinical success. The ﬁeld has been reviewed in many articles [6–9]
and we will not treat this broadly, limiting discussion to the potential
impact of microRNA (miR) targeting on it.
For both VTE and therapeutic angiogenesis, optimally functional
vascular cells are required and researchers are working to develop
protocols that enable improved performance of fully differentiated
cells and increase the production and quality of vascular cells from
stem and progenitor cells. An obvious approach to improve cell quantity
and quality is to manipulate the molecular pathways controlling the
regulatory processes contributing to cell survival, growth and cell
phenotype. MiRs have the capacity to modulate relevant molecular sig-
nalling through post-transcriptional inhibition of multiple target genes.
Importantly, the expressional manipulation of relevant miRs has been
shown to induce stem cell differentiation into vascular cell lineages
[10] and promote angiogenesis (reviewed in [11]).
In this article, we discuss the clinical needs and state-of-the-art
approaches for VTE and therapeutic angiogenesis; we summarize the
most relevant information on miRs involved in vascular biology and
stem cell differentiation to vascular lineages and we propose how miR
targeting could be used to improve VTE and to promote therapeutic
angiogenesis. We also discuss the remaining obstacles toward clinical
translation.
2. The clinical needs for vascular tissue engineering and therapeutic
angiogenesis
2.1 . Congenital heart defects
Congenital heart disease (CHD) includes different anatomical
defects in the thoracic vessels and/or in heart vessels and chambers.
Overall, it affects approximately 1% of all live births, making it the
most common birth defect worldwide. The most complicated CHD
cases require surgical correction using prosthetic replacement grafts in
the form of conduits and patches. However, these prosthetic materials
lack growth potential. Consequently, as the infant grows over time,
multiple operations are needed to remove the previous graft and im-
plant a new one to ﬁt the larger cardiovascular system. Improvements
in cardiac surgery techniques and use of better prosthetic materials
have led to a remarkable improvement in early survival rate with a
parallel increase in the number of patients with adult CHD [12, 13].
It has been variably estimated in the United States that between
800,000 and 1 million CHD patients are now adults and many will re-
quire some form of vascular conduit or valve replacement due to failure
of their previous grafts [14]. It is therefore necessary to develop new
modalities for the treatment of neonatal vascular and cardiac defects
to reduce or remove the need for multiple surgeries. From the above,
it is understandable why CHD surgeons look at VTE with the hope of
creating living scaffolds to be implanted as vascular conduits, valves or
patches that are able to grow together with their paediatric patients.
2.2. Arterial aneurysms
Abdominal and thoracic artery aneurysms develop from the com-
bined effect of luminal pressure and weakening of the arterial wall.
The most common site for aneurysm formation is in the infra-renal
abdominal aorta. In the United Kingdom, the prevalence of abdominal
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aaa.screening.nhs.uk/statistics)[15]. The prevalence of thoracic aneu-
rysms has been estimated of circa 1 per 10,000 people in the United
States. However, the most lethal aneurysm site is in the thoracic aorta.
In the United States, more than twice as many deaths are attributed to
thoracic aortic dissections than to abdominal aortic aneurysms [16]. In
fact, 95% of thoracic aneurysms present as an acute event (either as
rupture or dissection) without previous symptoms [17, 18]. In many
other patients, arterial aneurysms are incidental ﬁndings and are
asymptomatic until rupture. These patients can be offered prophylactic
vascular repair when their ﬁtness and the size of the aneurysm shows
the likely beneﬁt from this intervention. The current options for repair
are either open surgery with a prosthetic inlay/interposition graft or
endovascular repair with radiological placement of a stent graft. This
group of patients who harbour signals for a silent killer would greatly
beneﬁt from effective therapeutic options capable of preventing
the progression of the aneurysmal dilatation before a more invasive
intervention becomes the only possible treatment.
The embryology of the thoracic and abdominal aorta is different, as is
the aetiology of the aneurysm formation [19]. The abdominal aortic
pathology is a degenerative condition, related to age and traditional
atherosclerotic risk factors. Pathologically, extracellular matrix destruc-
tion with VSMC apoptosis and increased inﬂammatory inﬁltration is
observed. Thoracic aortic aneurysms have a stronger association with
elastin degradation and VSMC proliferation [20]. At a more advanced
stage of VTE development, the differences in the pathological features
and the underpinning upstream regulatory pathways between these
pathologies may have to be considered.
2.3. Ischemic disease
Ischemic disease in the heart and limbs is amain clinical need affect-
ing large patient populations. In this clinical context, a combination of
VTE for replacing the most severely affected or difﬁcult-to-access-and-
treat arterial vessels (usually those of smaller calibre) and stimulation
of angiogenesis in the ischemic area could be synergic to improve
clinical outcomes. MiRNA targeting could come in focus for improving
both approaches.
Ischemic heart disease (IHD) is characterized by reduced blood
supply to the heart caused by coronary artery disease (CAD), i.e. athero-
sclerosis in the coronary arteries. Diabetes mellitus (DM) heavily con-
tributes to the prevalence and severity of IHD through aggravation of
atherosclerosis and induction of microvascular disease [21]. Moreover,
DM compromises the potential for native neovascularization responses
to ischemia [21]. IHD is a leading cause of morbidity and mortality
worldwide. IHD patients often qualify for revascularization by coronary
artery bypass graft (CABG) surgery. Every year, around 28,000 CABG
procedures are performed in the UK (15–20% in patients with DM)
(from bluebook.scts.org -Blue Book Online-Society for Cardiothoracic
Surgery). The vessels commonly used for by-pass are the internal
thoracic artery (aka “internal mammary artery”) and the long saphe-
nous vein. Unfortunately, in 10 to 20% of patients full revascularization
is not always possible due to aggressive disease (calciﬁcation), small
target vessels or diffuse distal vessel disease [22]. VTE could provide a
new therapeutic hope for these “no option” patients.
VTE could be also a potential option in patients with end-stage
peripheral arterial disease (PAD). PAD affects 1 in 5 of the population
over 60 years of age (incidence in population estimate 50–100 per
100,000). Rest pain, ulceration or tissue necrosis deﬁne a situation
when PAD has progressed to critical limb ischemia (CLI), which puts
the patients at risk of losing their leg. Surgical bypass of the affected
iliac or femoral artery are possible therapeutic options for these
patients. Autologous veins that are more durable are preferred to pros-
thetic conduits in cases where bypass is performed below the knee
level. Current state-of-the-art in peripheral vascular surgery is (when
possible) the use of autologous veins taken from a leg (saphenousvein) or arm (cephalic or basilic veins). When autologous conduits are
not available, synthetic grafts made or either gelatin coated Dacron or
expanded PTFE can be used. However, the patency rates of synthetic
grafts are inferior to autologous conduits [23]. Hence, the majority
of these patients have delayed amputation due to failure of revascular-
ization. New VTE protocols producing vascular conduits with a good
patency proﬁle would represent a signiﬁcant improvement.
While revascularization (with either autologous naïve pieces of
arteries or veins, prosthetic material or bioengineered vessels) focuses
on restoring arterial blood ﬂow, therapeutic angiogenesis seeks to im-
prove the microcirculation by stimulating new blood vessel formation.
Increasing numbers of “proof-of-concept” studies in small animal
models of ischemia point to therapeutic angiogenesis as a way to
improve myocardial and limb perfusion. Evidence from these studies
fuelled the concept that molecular and cellular therapies able to stimu-
late angiogenesis could aid therapy optimization and even represent an
alternative option for those ischemic patients who are not eligible for
revascularization. Nevertheless, further work is needed to achieve the
clinical success of therapeutic angiogenesis. In view of recent literature
from our groups and others (reviewed in [24]), we propose that miR
targeting could enable further progress in the translation of therapeutic
angiogenesis to clinical practice.
3. Prosthetic materials clinically approved for large blood
vessel repairs
Themost commonmaterials used for patch reconstruction of vascu-
lar and cardiac defects in neonates and infants born with CHD include
various form of knitted polyester (most commonly Dacron), expanded
polytetraﬂuoroethylene (such as Gore-Tex®), and several types of
xenografts and homografts. The use of these vascular conduits is quite
satisfactory in large diameter applications. However, they perform
poorly in smaller vessel replacement. The blood-contacting surface
and the biomechanical properties of the graft are believed to be
important variables in causing patency in small vessels. Acellular or
decellularised scaffolds have proved useful, as they provide the natural
cues needed for recipient's cells to grow on the scaffold in terms of me-
chanics and composition [25] and it has been shown that the extracellu-
lar matrix (ECM) can still support cell growth even though many of its
components have been disrupted [26, 27]. It is hard to remove 100% of
cytoplasmic debris and nuclear materials from a biological scaffold
and the consequence of remaining material in terms of host response
remains unclear [28]. Early data indicated that decellularization of ani-
mal tissues is capable of producing stable vascular conduits that exhibit
long-term functionality in other species [29]. However, the subsequent
clinical experience has been disappointing [30], with severe degenera-
tion of the grafts after only one year from implantation.Macroscopically
these grafts showed severe inﬂammation and degeneration of the wall.
Histology demonstrated severe foreign body type reaction; and signiﬁ-
cant calciﬁc deposits were demonstrated [30]. No cell repopulation of
the animal matrix occurred [30]. It is thought that the strong inﬂamma-
tory response in humans may be due to matrix immunogenicity being
conserved or may indicate insufﬁcient decellularization to remove all
xenoantigens [30]. Other forms of vascular grafts include decellularised
tubular organs. Examples include porcine aorta, common carotid and
iliac arteries [31–33]. Among gluteraldehyde-ﬁxed xenografts, bovine
and porcine pericardial patches have been widely used by CHD sur-
geons for vascular and intra-cardiac reconstruction. More recently,
decellularised porcine small intestinal submucosa ECM has also been
employed in the clinic [34, 35]. These biological materials have many
technical merits, including easy handling and less suture bleeding
compared with the synthetic patches. They are also greatly biocompat-
ible, derived from a biological material that is ﬁxed in glutaraldehyde,
increasing the strength and stability of the material, while decreasing
antigenicity and potential infections. However, these materials have
also signiﬁcant drawbacks, including limited ability to remodel or
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formation, restenosis (especially in small vessels), ﬁbrosis and calciﬁca-
tion that can lead to graft failure and the need for re-intervention by the
surgeon. From all the above, it is clear that the “ideal” replacement vas-
cular graft, which should be durable, biocompatible, non-immunogenic,
non-thrombogenic, readily available, easy to handle, and have the
potential to grow and remodel in vivo, does not yet exist.
4. Vascular tissue engineering
Tissue engineering (TE) involves seeding cells in three-dimensional
matrices to form living tissue products having structural and functional
properties that can be used to restore, maintain or improve tissue
function. Success depends on the right combination of cells, a scaffold
(either biologic or a synthetic material), and the necessary signals. TE
approaches directed to building vascular conduits promise to overcome
the limitations of the vascular grafts currently used in clinical applica-
tions. Moreover, the utilization of matrices already approved for clinical
application could help to fast-track the translation of the tissue
engineered product to patient's bedside.
Vascular ECs andmural cells (VSMCs and pericytes) are the essential
components in vascular architecture and hence essential building
blocks for vascular tissue engineering (VTE) [36]. These vascular cells
can be obtained starting from differentiated blood vessels or through
the differentiation of stem and progenitor cells. The latter process
could be ﬁnalized before or after cells are seeded in the scaffold and
even after scaffold implantation. Themechanical properties of the vessel
are mainly driven by the VSMCs, which are also the numerically
predominant cell population. In order to maintain vascular patency
and sustain blood ﬂow, the VSMCs should be in their non-proliferative
and contractile status, which requires a correct interaction with the
intra-luminal EC layer [37]. Moreover, a healthy and continuous endo-
thelium layer ensures the right degree of interaction with and response
to intra-luminal circulating cells and subcellular components, which
is important in maintaining vascular integrity, avoiding vascular wall
inﬁltration by inﬂammatory cells and intravascular thrombosis.
For any TE approach, ideally cells should be autologous or non-
immunogenic and easy to acquire and culture in a clinical-grade
manner. Table 1 summarizes the cell types previously employed by
VTE scientists. ECM is essential for ensuring the mechanical properties
that are critical to the function of the engineered blood vessel and
hence it represents another essential ‘ingredient’ for VTE. The search
for optimal sources of cells that are readily available, with shorter and
easier culture times and good ECM production is still ongoing. A
complete biological tissue engineered blood vessel was ﬁrst produced
by Weinberg and Bell using cultured mature VSMCs and ECs in bovine
collagen gels [38]. Although this graft structurally mimicked a native
artery, it was not functional due to very low burst pressure. From then
on signiﬁcant efforts have been put into engineering vascular grafts
that mimic native vessels in composition and mechanical properties.
The approaches that have been established to date still require long
culture times and have shown varying degrees of success [39–42].
Even so, even the most successful attempts are still unsatisfactory,
failing to meet the criteria for use in clinical practice. Therefore, there
is large scope for improving the process by acting at different steps. In
this article, we focus on micro RNA (miR) targeting as a possibility toTable 1
Cell types employed in the vascular tissue engineering approaches trialled in the clinics.
Cell type and source Applic
Autologous ECs derived from the external jugular vein and cephalic vein Saphe
Autologous vascular cells derived from peripheral vein biopsies Pulmo
Autologous BM-MNC derived from iliac crest EC-TC
Autologous ﬁbroblasts and endothelial cells isolated from skin and vein biopsies Arteri
Autologous bone marrow stem cell-derived EC and VSMC Extra-
BM-MNC: bone marrow mononuclear cells; EC: endothelial cells; EC-TCPC: extracorporeal totaimprove VTE, which includes acting at the level of cell production and
on determining the type and quantity of growth factors (GFs) and
ECM in the scaffold. Given the very short half-life of exogenously
added GFs, it might be desirable to engineer the cells to increase their
production in the scaffold [43]. SomemiRs have been shown to regulate
the expression of GF and their receptors in vascular cells [44, 45]. Hence,
targeted miR therapeutics may provide an approach toward this goal.
The ECM is mainly composed of ﬁbronectin, laminin, collagens, elastin
and hyaluronic acid and provides a structural framework to support
cellular function and regulate cellular behaviour, including adhesion,
proliferation, migration and differentiation of vascular cells through
both cell-to-cell and cell-with-matrix interactions. Integrins and several
proteases, especially matrix metalloproteinases (MMPs) regulate these
processes, impacting on matrix remodelling and stiffness [43]. It is
therefore conceivable that, as described below, modulating the expres-
sion of miRs to control ECM function in vascular cells or vascular pro-
genitor cells before or after cell seeding into the scaffold might help to
improve the properties of ECM and ultimately of the cell-engineered
vascular graft.
5. microRNAs controlling vascular biology and the differentiation of
stem cells to vascular lineages
5.1. MicroRNA biogenesis and mechanism of actions
MiRs are endogenous small non-coding (nc) RNAs. MiRs are
encoded by autonomous miR genes or intronic sequences embedded
in protein coding genes. A large proportion of miRs are clustered in
polycistronic units. The canonical miR biogenesis for autonomous miR
genes starts with RNA polymerase II-mediated transcription, producing
a primary miR (pri-miR) of variable length. This is followed by pri-miR
cleavage by a nuclear RNase complex, Drosha/DGCR8, generating a
precursormiR (pre-miR) that has a hairpin-like secondary structure [46,
47]. Next, the pre-miR is translocated out of the nucleus to either the cy-
toplasm or the rough endoplasmic reticulum (ER) and subject to further
enzymatic processing by the RNAse Dicer and its cofactors, producing a
≈22 nucleotide long double strand composed by two miR sequences
[46, 48–51]. One or both strands of the duplex can be recruited into
the RNA-induced silencing complex (RISC), a RNA-protein complex
that contains Dicer, other RNA binding proteins and Argonaute (Ago)
proteins and that enables themiR to repress the expression of its “target
genes” [52]. AmiR recognizes itsmRNA targetsmostly through its “seed
sequence” of 8 nucleotides, located in the miR 5′ untranslated region
(5′-UTR) sequence which is (semi)complementary to one or more
miR binding sites in the mRNA 3′-UTR. The end result of miR action is
the repression of protein production from its targeted mRNAs. This
can be reached through miR-induced mRNA degradation, transcript
deadenylation, inhibition of translation, or sequestration of the mRNA
in the processing body (P-body), where it is degraded or stored. The
contribution of each mechanism remains debated [53–56]. By regulat-
ing the expression of several target genes, each miR has the potential
to imprint a strong molecular signature. Furthermore, individual
mRNAs can be targeted bymultiple miRs, allowing for high combinato-
rial complexity and regulatory potential. In fact, miRs are predicted to
exert ﬁne-tuning of posttranscriptional regulation to N60% of mamma-
lian protein-coding mRNAs [57].ation Preparation time Follow-up time Patency Reference
nous vein graft 2 months 3 years 27/33 [151]
nary artery 2.5 months 7 months 3/3 [152]
PC Hours 7 years 25/25 [42]
ovenous us shunt 4 months 13 months 6/6 [41]
hepatic portal vein 1 month 1 year 1/1 [40]
l cavopulmonary connection; VSMCs: vascular smooth muscle cells.
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targeting could help to: 1) enhance the quantity and/or quality of cells
available for cell-based therapeutic angiogenesis and/or for VTE; 2)
promote stem cell differentiation to vascular cells to be seeded in the
scaffolds (see Fig. 1); 3) improve the function of the cells in the vascular
scaffold acting at different levels (see Table 2); and 4) correct anti-
angiogenic molecular defect and/or amplify endogenous proangiogenic
pathways directly in the ischemic tissue, thus promoting therapeutic
angiogenesis leading to blood ﬂow recovery. To reach these goals, a
good understanding of the impact of different miRs that modulate
vascular and stem cell biology is essential. Here we focus on how miRs
could be utilised to manipulate EC and mural cells in order to enhance
the outcome in VTE and to therapeutically induce angiogenesis in
patients with either IHD or PAD leading to CLI.
5.2. MicroRNAs that regulate endothelial cell function and angiogenesis
ECs form the inner layer of any blood vessel ensuring vascular
homeostasis; and have an essential role during developmental and
post-natal angiogenesis. Pre- or post-implant vascularization of TE
structures is essential for their engraftment. Moreover pre- or post-
implant endothelization of the VTE lumen is mandatory to enable the
grafted vascular conduit to mimic healthy blood vessels, where the
endothelium contributes to regulation of vascular dilatation with no in-
timal hyperplasia, calciﬁcation, atherosclerosis and thrombosis. In VTE,
EC growth and maintenance have been traditionally promoted using
GFs such as VEGF and TGFβ [58]. After recent studies reporting on num-
ber of miRs as key in vitro and in vivo regulators of vascular EC function,
proliferation and growth, it is sensible to suggest that ad hoc miR
targeting could be applied alone or in combination with GFs to improve
endothelial coverage and endothelial function in VTE. Initial evidence
for a functional role of miRs in vascular ECs was provided by the
observation thatmice carrying aDicer hypomorphic allele die prenatally
with severely disrupted blood vessel formation accompanied with
retarded expression of early endothelial markers [10]. Moreover, early
studies showed that silencing of either Dicer or Drosha impaired
the proangiogenic capacities of ECs, which could be restored by co-
transfection of mimics of members of the miR-17–92 cluster, one of
the most important vascular miR systems. [59–61] In early studies,
Poliseno et al. performed a large scale analysis of miRs in humanEndothelial cells Smooth muscle cells
Stem cells
miR-99b 
miR-181a/b 
miR-200c 
miR-150 
Stem cells 
miR-143/145 
miR-10 
miR-1 
Fig. 1.microRNAs reported to be enhanced on vascular differentiation of stem/progenitor
cells. MiR-99b, -181a/b, -200c and -150 induce differentiation of human ESC to endothelial
cells. miR-1 and -145 induce smooth muscle cell differentiation from human cardiomyocyte
progenitor cells and human ESC respectively. miR-10 induces mouse ESC differentiation to
smooth muscle cells.umbilical cord ECs and showed that 15 highly expressed miRs have
the receptors of angiogenic GFs as their putative direct targets [62]. It
is now well established that several miRs are important for endothelial
development, physiology and for angiogenesis [62–65]. Therefore, we
speculate that during VTE it would be possible to intervene therapeuti-
cally by inhibiting pathogenic or anti-angiogenic miRs as well as by
overexpressingmiRs that elicit positive effects on the endothelium. Sev-
eralmiRs have been described to be expressed and functionally relevant
in ECs. For a general overview, the readers can refer to previous review
articles [24, 66–70]. Here, we will discuss miRs whose manipulation
might be beneﬁcial to maintain an integral and functional endothelium
in VTE and thosemiR targeting for inducing therapeutic angiogenesis in
IHD and CLI.
One of the major hurdles in using fully differentiated ECs in VTE
is that after about 70 cell cycles, ECs can no longer divide thereby
potentially affecting the functionality of the construct [71]. The limited
replicative capacity of adult vascular cells is due in part to the progres-
sive shortening of the telomeres over time. Ectopic expression of
telomerase in somatic cells using a retroviral vector has been shown
to reverse the telomere shortening; nonetheless this approach raises
safety concerns since random incorporation of retroviral vectors may
activate oncogenes [72]. Recent studies have shown that miRs play a
vital role in controlling EC senescence and proliferation. In details,
miR-217 overexpressionwas shown to promote endothelial senescence
and miR-217 inhibition by transfecting with antagomir-217 ultimately
reduced senescence and increased angiogenic activity in “old ECs”
[73]. Moreover, miR-34a has been shown to promote senescence in
different cells, including cardiovascular cells [74]. miR-34a over-
expression signiﬁcantly increased EC senescence and impeded angio-
genesis [75]. By contrast, miR-34 inhibition by seed-targeting 8-mer
locked nucleic acid (LNA)-modiﬁed antimiR (LNA-antimiR-34) promoted
angiogenesis in mouse ischemic models [76, 77]. Thus, we speculate that
the inhibition of miR-217 or miR-34a as well as other miRs which could
be discovered to induce EC senescence could be useful to obtain a healthy
endothelial layer in VTE.
An alternative approach to seeding ECs directly onto scaffold would
be to recruit progenitor cells from the circulation. The immature cells
would eventually differentiate into ECs on the lumen of the scaffold.
This in situ VTE approach takes advantage of the regeneration potential
of the host cells to regenerate a blood vessel in situ following vessel
implantation. The advantage of this approach (which is treated in
more details in the 5.4 section) would be that the graft preparation
would need less extensive in vitro culture and manipulation).
Moreover, for VTE, miRs that are expressed in ECs and regulated by
ﬂow are particularly relevant. A number of ﬂow sensitive miRs have
been identiﬁed and named as mechano-miRs [69]. They include miR-
10a, -19a, -23b, miR-21, -663, -92a (and possibly other members of the
miR-17-92 cluster), miR-143/145, -101, -126, -712, -205, and miR-155
(reviewed in [69]). The key signalling pathways that are targeted by
these mechano-miRs include cell cycle, inﬂammation, apoptosis, and
nitric oxide signalling [69]. Many of these miRs were initially identiﬁed
as ﬂow sensitive in vitro and were later found to play a critical role in
endothelial (dys)function, inﬂammation and atherosclerosis in vivo
(reviewed in [69]). For these reasons, it might be worth to test whether
ex-vivomanipulation of these individualmiRs or their combination could
improve the performance of the engineered vascular conduit preventing
its stenosis and thrombosis once this is implanted in patients.
Of importance for the therapeutic angiogenesis part of this article,
the expression of miRs is regulated by hypoxia and ischemia [78–83]
and miRs shape post-ischaemic responses, including the vascular
regenerative capacity of transplanted cells with proangiogenic capacity
[11, 78] (Fig. 2). Based on the relationship between miRs and other
angiogenesis regulators, we propose to classify angiogenesis-related
miRs into two groups: 1) miRs that directly target genes regulating
angiogenesis 2) miRs that can be modulated by pro-angiogenic or
anti-angiogenic stimuli. The ﬁrst group includes the so called ‘angio-
Table 2
Possible miR targets for vascular tissue engineering dedicated to patients.
miR Target Targeted
cells
Modulation Modulation
strategy/factor
Outcome Ref
17–92 Jak1 EC Downregulation Antagomir Increased angiogenesis [153]
217 SIRT1 EC Downregulation Antagomir Reduced senescence and increased angiogenesis [73]
34 Vinculi, Notch1, semaphorin 4B EC Downregulation LNA Increased angiogenesis [76]
143/145 Klf-2 EC, VSMC Upregulation Laminar shear stress Inhibit VSMC dedifferentiation [109]
19a Cyclin D1 EC Upregulation Laminar shear stress Induce endothelial senescence [154]
155 MYLK EC Upregulation Laminar shear stress Inhibit EC proliferation and migration [155]
92a Klf-2/4 EC Upregulation Low shear stress Induce endothelial inﬂammation [156]
663 Klf-4 EC Upregulation Oscillatory shear stress Induce endothelial inﬂammation [157]
126-5p Dlk-1 EC Downregulation Disturbed ﬂow and low
shear stress
Inhibit EC proliferation [158]
10a MAP3K7 EC Downregulation Disturbed ﬂow and low
shear stress
Induce EC inﬂammation, hyperpermeability [159]
205/712 TIMP3 VSMC Upregulation Disturbed ﬂow Induce VSMC migration [160]
126 SPRED-1, PIK3R2 EC Upregulation Blood ﬂow Pro-angiogenic [161]
17-5p TIMP1 HUVEC Upregulation VEGF Pro-angiogenic [162]
18a Tsp1 HUVEC Upregulation VEGF Pro-angiogenic [162]
31 UD HUVEC Upregulation VEGF Pro-angiogenic [162]
155 ATR1 EC Upregulation VEGF Pro-angiogenic [162]
210 Ephrin A3 EC Upregulation Hypoxia Pro-angiogenic [65]
424 CUL2 EC Upregulation Hypoxia Pro-angiogenic [85]
200c Zeb1 EC Upregulation ROS Induce EC death and senescence [86]
217 SirT1 EC Downregulation Antagomir Reduce senescence in ageing EC [73]
34 SirT1 EC Downregulation Antagomir Reduce senescence in ageing EC [88]
503 CCNE1, cdc25A EC Downregulation Adenovirus-mediated
miR-503 decoy delivery
Enhance post LI vascular repair [90]
101 EZH2 HUVEC Downregulation Antagomir Increased EC tube formation and migration [91]
132 RasGTPase activating protein,
methyl-CpG-binding protein 2
Pericytes Downregulation Antagomir Decreased pericyte capacity to improve contractility,
reparative angiogenesis
[78]
143/145 Elk-1, Klf-4 VSMC Downregulation Antagomir Induction of synthetic phenotype [106]
221/222 p27 (Kip1), p57 (Kip2) VSMC Downregulation 2′-O-methyl modiﬁed
antagomir
Induction of contractile phenotype [110]
21 Pten, Bcl2 VSMC Upregulation TGF-b and BMP signalling Induction of contractile phenotype [114]
21 PDCD4, Sprouty-2, PPAR VSMC Upregulation Hypoxia Induction of synthetic phenotype [114]
24 Trb3 VSMC Upregulation PDGF β Induction of synthetic phenotype [112]
34a SIRT1 VSMC Upregulation miR-34a mimic Induction of cell cycle arrest [116]
29a VDAC1/2 VSMC,
ﬁbroblasts
Downregulation miR-29a inhibitor Induce elastin production [115]
99b, 181a, 181b Prox1 hESC Upregulation Lentiviral Enhance efﬁciency of EC lineage commitment,
improved post ischemic blood ﬂow recovery
[11]
200c, 150 Zeb1 hESC Upregulation Precursor miR-200c, 150 Induce differentiation to EC [122]
145 KLF-4/5 hESC Upregulation Precursor miR-145 Induce differentiation to VSMC [126]
1 KLF-4 mESC Upregulation miR-1 mimic Induce differentiation to VSMC [128]
10a histone deacetylase 4 mESC Downregulation Inhibitor Reduction in VSMC differentiation [130]
15a/16 VEGF-A, AKT-3 EPC Downregulation Antagomir Improved survival and migratory capacity [83]
150 CXCR4 MNC Downregulation Lentiviral Increased MNC migration from bone marrow to
peripheral blood
[133]
ECs: endothelial cells, VSMCs: vascular smooth muscle cells, HUVECs: human umbilical vein endothelial cells, hESCs: human embryonic stem cells, mESCs: mouse embryonic stem cells,
EPCs: endothelial progenitor cells, MNC: mononuclear cell, UD: undeﬁned.
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Fig. 2. Angiogenesis regulatory miRs. MiRs that respond to pro-angiogenic stimuli or anti-
angiogenic stimuli are enlisted.
83M. Caputo et al. / Advanced Drug Delivery Reviews 88 (2015) 78–91miRs’, encompassingmiR-126, miR-221/222 and the miR-17-92 cluster
[66]. The second group of miRs can be controlled by either single
molecules or more complex environmental conditions that promote
or impair the angiogenesis process. For example, the Sessa laboratory
found that VEGF-A induces time-dependent expression of miR17-5p,
-31, -155, -18a, -20a in HUVECs [84]. Hypoxia was found to enhance
the expression of two pro-angiogenic miRs, miR-210 [65] and -424
[85] in ECs. On the other hand, a number of miRs are regulated by
anti-angiogenic signals such as ROS, senescence, high glucose etc.
Study conducted by Magenta et al. showed that the negative effects of
ROS on EC survival was due to the upregulation of miR-200c [86].
MiR-217 [87] and miR-34 [88] are reported to be upregulated in ageing
ECs. Inhibition of these two miRs with speciﬁc antagomirs ultimately
reduced senescence and increased angiogenic activity possibly via an
increase in SIRT1 activity [73, 88]. The most studied miRs regulated by
pro/anti-angiogenic stimuli are listed in Fig. 2. We have recently
reviewed the topic of miRs in vascular context and we refer the readers
to this previous publication [24].
84 M. Caputo et al. / Advanced Drug Delivery Reviews 88 (2015) 78–91Finally, diabetes mellitus has a severe damaging effect on the ECs in
both large and small vessels [21, 89]. Part of these actions ismediated by
miRs, includingmiR-503 [90] andmiR-101 [91]. In two separate studies,
we have reported increasedmiR-503 and-101 expression in EC exposed
to type 1 diabetes mellitus and gestational diabetes, respectively [90,
91]. Moreover, forced overexpression of miR-503 and miR-101 in
cultured ECs resulted in impaired cell migration, proliferation and net-
work formation [90, 91]. When considering use of VTE and therapeutic
angiogenesis in diabetic patients, it is sensible to consider if an additional
pool of miRs should be targeted to improve the clinical outcome.
5.3. MicroRNAs that regulate pericyte function
As aforementioned, pericytes play important role in providing
stability and nurturing signals to microvessels and maintaining proper
capillary function, including in the vasa vasorum [92]. The use of
pericytes in vascular regenerativemedicine approaches has been limited
by the lack of knowledge in the biology of these cells in comparison to
the more widely studied ECs and VSMCs [93]. Moreover, there have
been difﬁculties in isolating and expanding pericytes from human tissue
samples. To harness the full potential of pericytes for VTE, themiR proﬁle
of these cells should bemore carefully investigated. Murinemicrovascu-
lar pericytes have been shown to expressmiR-145 [94]. Moreover, amiR
array performed on rat cortical pericytes has shownexpression of several
miRs and their regulation by hypoxia [95]. As described below, we were
the ﬁrst to identify miR-mediated actions in human pericytes [78].
At amore advanced stage of VTE optimisation, the engineered vessel
should contain vasa vasorum (which include pericytes) to support its
perfusion. Currently, the vascular architecture has not been engineered
so precisely. However, the feasibility of using pericytes in VTE was
shown in a recent study which used bi-layered elastomeric poly
(ester-urethane) urea scaffolds [96]. Pericytes (3 × 106 cells) were de-
rived from human skeletal muscles and bulk seeded onto the scaffolds
using a rotational vacuum seeding device in less than 2 min [96]. The
seeded scaffolds were cultured in spinner ﬂasks for 2 days and then im-
planted to immunocompetent Lewis rats as aortic interposition grafts
for 8 weeks [96]. Pericytes successfully populated the porous layer of
the scaffolds evenly after the dynamic culture and post implantation
showed a signiﬁcant higher patency rate than the unseeded control
(100% vs 38%) [96]. In this study, the miR proﬁle in the employed
human cells was not analysed.
Recently, our group have succeeded in isolating and expanding a
clonogenic population of pericyte progenitors (the “Bristol pericytes”)
from saphenous vein left overs of patients undergoing coronary artery
bypass graft surgery [97]. The Bristol pericytes have shown pro-
angiogenic and anti-ﬁbrinogenesis capacities when transplanted in
mouse models of CLI [97] and IHD [78]. We have characterized the
proangiogenic response induced by the Bristol pericytes in vitro using
a co-culture system with ECs. Pericytes induced a paracrine activation
of angiogenesis response by ECs through the release of miR-132 [78].
This response was augmented under hypoxic conditions, suggesting
that this might be highly relevant in the proangiogenic actions induced
by the Bristol pericytes once transplanted in the ischemic heart or limbs.
In line with this hypothesis, complete ex-vivo inhibition of miR-132 ex-
pressionwith an antagomir in the pericytes before their transplantation
in mice with IHD compromised the regenerative properties of these
cells [78]. An added advantage of the Bristol pericytes is their low im-
munogenic proﬁle and resistance to hypoxia/starvation [78]. MiR-132
additionally controls pericyte proliferation and survival in vitro [78].
From the above, overexpressing miR-132 levels in pericytes would
improve their ability for reparative vascularisation. However, few miR
overexpression strategies have been developed due to the caveat that
miRmimic oligos are unstable, have transient effects andwould require
multiple administrations [24]. This could be overcome by using vessel
targeted nanoparticles to systemically deliver the miR mimics directly
to the site of post-ischemic angiogenesis and also in tissue engineeredconstructs. Anand et al. recently used vessel targeted nanoparticles to
deliver antagomir-132 to block angiogenesis in a mouse tumour
model [63]. A similar delivery approaches might be utilised for deliver-
ing miR-132 mimics for enhancing pericyte functions. Importantly, it
was also observed that the expression levels of miR-132 in the Bristol
pericytes can be upregulated up to 3-fold times by hypoxia or by
stimulation with VEGF-B [78]. Hence it would be important to consider
addition of factors such as VEGF-B and/or hypoxia to enhance miR-132
levels in the pericytes used for vascular regenerative approaches. We
are currently moving our work with pericytes derived from adult and
paediatric cardiac surgeries to TE approaches (Caputo, Angelini and
Madeddu, unpublished data 2014 and 2015).
Ischemic diseases are shown to impair the pericyte recruitment to
capillaries [98]. Hence supply of pericytes from exogenous sources ap-
pears therapeutically beneﬁcial. An alternative to cell transplantation
would be to target the pericytes resident in the ischemic heart and
limb muscles with miRs that are able to stimulate their survival and
function; as well as to inhibit miRs that have negative effects on these
cells. To initiate this research, full genome miR proﬁling of human miR
pericytes in IHD and CLI is fundamental; and this should be followed
by expressional and functional validation efforts. In consideration of
the fact that pericytes are severely compromised by diabetes [99, 100],
the screening and validation studies should be separately conducted
on samples from diabetic and non-diabetic patients.
Collectively, these studies suggest the promises of human pericyte
populations in VTE and therapeutic angiogenesis and stimulate more
research on these cells and their therapeutic use. Finally, the possibility
to empower pericytes through miR targeting is emerging.
5.4. MicroRNAs that regulate vascular smooth muscle cell function
It is now well established that the smooth muscle layer of the blood
vessel contributes an important role in ensuring vessel homeostasis and
functions. In addition to their vascular physiological roles, VSMCs are
also important players in the vascular remodelling processes observed
under pathological conditions [101, 102]. VSMCs are one of the most
plastic cells in the body being able to switch between a differentiated
(contractile) state and a proliferative (synthetic) phenotype depending
on the signals received [101]. Following an injury, VSMCs dedifferenti-
ate to promote repair of vessels and once the injury is resolved,
“healthy” VSMCs should return to contractile phenotype [101].
Although this modulation is critical for vascular repair, this plasticity
sometimes contributes to the development and progression of vascular
pathologies. One of the limitations of current VTE prosthesis is stenosis
caused by excessive proliferation of VSMC, termed as intimal hyperpla-
sia [103]. Thus, themodulation of VSMC between quiescent ‘contractile’
phenotype and proliferative ‘synthetic’ phenotype is crucial when
designing VTE approaches.
VSMC function was recently found to be heavily inﬂuenced by miRs
[37]. While some of the miRs promote VSMC proliferation, others
stimulate differentiation. MiR-143 and -145 are among the most highly
expressed miRs in VSMC and they are known as critical regulators in
VSMC differentiation. Studies conducted in miR-143/-145-deﬁcient
mice revealed that VSMC requires these two miRs to switch from its
contractile to synthetic function [104, 105]. The mechanism by which
miR-145 regulate VSMC phenotype was deﬁned by the elegant set of
studies by Cordes et al. which showed that the miR-143/-145 cluster
targets a network of transcription factors that promote differentiation
and repress proliferation in VSMC [106]. The signiﬁcance of miR-143/-
145 in human vascular diseases is suggested by the observation that
miR-143/-145 levels are decreased in patients with aortic aneurysm
and CAD [107, 108]. A recent study revealed that extracellular vesicles
(EVs) derived from KLF2-expressing ECs promote the contractile
phenotype of co-cultured VSMCs by downregulating target genes of
miR-143/145 [109]. The concept of cell-to-cell communication by
transfer of miRs is discussed in detail toward the end of this review.
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These miRs were found to be expressed in normal arteries and signiﬁ-
cantly up-regulated after balloon angioplasty [110]. Furthermore,
inhibition of miR-221/222 in vivo signiﬁcantly reduced neointimal
formation, demonstrating for the ﬁrst time the potential of VSMC
miRs as therapeutic targets for treatment of vascular disease [111].
MiR-221/-222 were downregulated in the balloon-injured rat carotid
artery via 2′O-Methyl-modiﬁed antagomirs [111]. The miR inhibitor
was pre-loaded into F-127 pluronic gel and applied locally to the adven-
titia around injured artery segments [111]. This method of delivery
reduced any potential systemic side effects. A similar approach could be
considered for improving VTE before or immediately after implantation.
Collectively these studies highlight the important role played by
miRs in maintaining the phenotype of VSMC. Direct and/or indirect
modulation of these miRs would be beneﬁcial in maintaining the
“optimal” phenotype of VSMC for VTE. Along with miRs, GFs and
environmental cues also play important roles in VSMC phenotypemod-
ulation. For example, studies conducted in human primary pulmonary
VSMCs showed that PDGF signalling is a potent inducer of the synthetic
phenotype and propose that it acts via induction of miR-24 [112]. miR-
221 is also reported as a modulator of the phenotypic change of human
pulmonary VSMCs in response to PDGF signalling [113]. Thus, identify-
ing the underlying pathways and cytokines involved inmiRmodulation
should allow us to use them alongside miR targeting in VTE. However
one must be careful about the side effects, since the same miR may
have different responses under different conditions, and hence miR
therapeutics can elicit off-target effects. For example, TGF-β and BMP
signalling was reported to induce a contractile VSMC phenotype by
increasing miR-21 [114]. However, hypoxia induced upregulation of
miR-21 was found to induce the synthetic phenotype [114]. Hence
more in-depth studies in this direction are required to understand the
best miRs and/or GFs combinations that would be beneﬁcial for VTE.
Similar to ECs, VSMCs can become senescent, which is detrimental
for the VTE process. The limited replicative capacity of adult vascular
cells is due in part to the progressive shortening of the telomeres with
donor age [115]. This is particularly relevant when planning autologous
VTE approaches in adult patient population, while it can be a minor
issue for paediatric CHD surgical cases. A recent study has shown that
miR-34a induces VSMC senescence by SIRT1 downregulation and
promotes the expression of age-associated pro-inﬂammatory secretory
factors leading to arterial dysfunction [116]. Increased miR-34a as well
as decreased SIRT1 expression was also observed in replicative-
senescent human aortic VSMC. miR-34a overexpression by transfecting
with miR-34a mimic in proliferative human aortic smooth muscle cells
induced cell cycle arrest [116]. miR-34a ectopic expression signiﬁcantly
increased the percentage of VSMCs in G0–G1 phase at 24 h post-
transfection when compared with negative control [116]. From the
above and the work on miR-34 in ECs described in above Section 5.2,
we can suggest miR-34a inhibition to be worth being tested in VTE
protocols.
5.5. MicroRNAs that modulate extracellular matrix production
In an effort to produce ‘off-the-shelf’ vascular grafts with an ade-
quate ECM, Dahl et al. seeded human VSMC onto PGA scaffolds in vitro
that were later decellularised and stored till the time of patient need
[117]. These acellular human-based vascular grafts could be implanted
directly into the patient or could be seeded with autologous ECs for
small diameter vessels. Though the patientwaiting time could be signif-
icantly reduced with this approach, the donor-to donor variation in the
ability of VSMC to generate ECM in vitro remains a major challenge.
VSMCs are the major producers of ECM. The successful generation of
tissue engineered blood vessels in vitro has been estimated to require
almost 8–24 weeks of cell culture time to generate adequate ECM
necessary for arterial grafts [39, 41]. The mechanical strength of the
vessel is largely derived from the ECM components such as collagenand elastin. Older cells deposit less ECM than younger cells due to
downregulation of ECM production and elastogenesis [118]. This leads
to the generation of vessel grafts with poor mechanical properties,
such as burst pressure and suture retention [118]. A recent study has
shown that inhibition of miR-29a can dramatically increase elastin
expression in human cells and thatmiR-29 inhibition upregulates elastin
levels in cells from patients with elastin haploinsufﬁciencies and in
bioengineered human blood vessels [115]. In this study, polyglycolicacid
(PGA) scaffolds were seededwith early passaged human VSMCs and the
vessels were grown in a bioreactor for 6 weeks in the absence or pres-
ence of miR-29a inhibitor. Complete miR-29a inhibition increased the
appearance of elastin “islands”, thereby increasing the distensibility of
the bioengineered vessels at low pressures [115]. Thus, antagonizing
the actions of miR-29 may promote increased elastin levels during
conditions of enhanced elastinolysis or deﬁciencies.
5.6. MicroRNA targeting for improving the process of stem cell differentiation
to vascular cells and the functional capacities of vascular progenitor cells
The re-population of a decellularised matrix with a patient's own
stem cells can potentially create a living structure with subsequent
long-term preservation of mechanical and biological properties. A
number of studies have focused on techniques to promote vascular
differentiation from stem cells. With the discovery of miRs, a new
route to enhance stem cell differentiation to vascular lineages has pre-
sented itself. The possibility to achieve efﬁcient generation of unlimited
supplies of vascular cells and vascular progenitor cells from stem cells
would be highly beneﬁcial for VTE and therapeutic angiogenesis. Our
group and others have established in vitro protocols for human embry-
onic stem cells (ESCs) differentiation to endothelial progenitor cells and
ECs [119–121]. Microarray proﬁling of miR expression at subsequent
stages of differentiation identiﬁed miR-99b, -181a and -181b as key
miRs involved in the process [119]. Lentiviral mediated overexpression
of these miRs in ESCs enhanced the efﬁciency of EC lineage commit-
ment. Moreover the ESC-derived ECs showed improved capacity to
promote post-ischemic blood recovery in immunocompromised mice
with experimentally induced limb ischemia [119]. The ﬁndings from
the study by Luo et al. suggest that as human ES cells differentiate to
the EC lineage, miR-200c and miR-150 are upregulated resulting in EC
differentiation [122]. The study by using in vivo inhibition of the men-
tioned miRs (using antagomirs), also showed that miR-200c and -150
played an important role in chick embryonic blood vessel formation
[122].
Another study showed miR-126 to be abundantly expressed in
mesodermal progenitor cells derived from stem cells and to regulate
mature EC function. However, lack of an embryonic lethal phenotype
with genetic miR-126 deletion suggests that miR-126 does not com-
mand early endothelial lineage commitment and it becomes relevant
later during vascular differentiation [123]. Similarly the miR-17–92
cluster has been reported to be expressionally regulated during EC
differentiation from pluripotent stem cells, but it was not shown to
functionally impact on the process [124].
Dar et al. recently showed successful generation of pericytes from
human ESCs and induced puripotent stem cells (iPSCs) [125]. Co-
implantation of iPSC-derived ECs and pericytes into immunodeﬁcient
mice resulted in signiﬁcant vascular and muscle regeneration [125].
Whether miRs contribute into stem cell differentiation into pericytes
has not been clariﬁed, yet. Therefore further studies are required.
MiR-143 and -145 are verywell characterized in the vasculature and
are positioned as a central target of multiple growth factor signalling
pathways inﬂuencing VSMC differentiation and maintenance. A recent
report has shown that overexpression of miR-145 can regulate the
fate and phenotype of human ESC-derived pre-VSMCs as they fully
differentiated to VSMCs [126]. Overexpression of miR-145 was induced
by the transfection of 100 nM precursor miR-145 (premiR-145), which
resulted in a greater than 3000 fold increase in miR-145 level in human
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of KLF4 (one of the pluripotency factors present in the “Yamanaka
cocktail” used to reprogramme differentiated cells to pluripotency)
[127]. It also upregulated the expression of smooth muscle markers,
and changed the cell morphology into a differentiated spindle-like
shape phenotype. Furthermore, introduction of miR-145 inhibited the
proliferation of the ESC-pre-VSMC and increased their carbachol-
stimulated contraction. In contrast, downregulation ofmiR-145 (knock-
down by 100 nMmiR-145 inhibitor— “antimiR-145”) in ES-pre-VSMCs
upregulated KLF-4 and -5 expression and suppressed the expression of
VSMCmarkers [126]. Collectively, these studies show that miR-145 can
regulate the fate and phenotype of human ESC–VSMCs as they become
fully differentiated VSMCs. Hence, miR-145 could be used to modulate
stem cell differentiation to VSMCs for VTE. However, it should be
noted that animals with miR-145 knock out are viable through adult-
hood, suggesting the role of additional miRs in the process of VSMC
differentiation.
MiR-1 expression is reported to be increased during differentiation
of mouse ESCs to VSMCs [128]. KLF4 was found to be a common target
for both miR-143/145 and miR-1 [128]. The study showed that when
miR-1 is overexpressed by transient transfection of miR mimic, KLF4 is
repressed and VSMC differentiation is promoted [128]. MiR-1 is also re-
ported to mediate the vascular differentiation of human cardiomyocyte
progenitor cells, a cell population which can be derived from human
atrial and ventricular tissue obtained as surgical waste and that can be
differentiated into both VSMCs and ECs [129]. Another miR reported
to be involved in VSMC differentiation is miR-10a [130]. The expression
of miR-10 was found to be increased during mouse ESC differentiation
to VSMCs [130]. Inhibition of miR-10 (transient knock down using
miR inhibitor) resulted in a substantial reduction in VSMC differentia-
tion [130]. Collectively, these studies provide the ﬁrst evidence that
miRs play a major role in directing and regulating stem cell differentia-
tion into vascular cell lineages and hence that miR targetingmay repre-
sent a valuable tool to improve the availability of vascular cells to be
used in TE. Even if this approach has not yet been explored in VTE, a
proof of concept was recently provided in bone tissue engineering.
Mariners and team transfected human mesenchymal stem cells with
mimics of miR-148-b and inhibitors of miR-489, two miRs that were
linked to osteogenesis [131]. The investigators seeded these cells into
osteoinductive scaffolds, which resulted in better ECM deposition and
bone formation. This work on bone tissue engineering can potentially
be used as a template for using miR modulation strategies for vessel
regeneration.
MiR targeting could be additionally used to empower patient-
derived autologous progenitor cells and circulating proangiogenic cells
to be employed both in VTE and for direct transplantation into ischemic
tissue. Moreover, we suggest that miR targeting approaches might
improve the release of endothelial chemoattractant messengers from
VSMCs seeded in scaffolds, which should facilitate the endothelization
of the graft after its implantation by promoting EC migration from the
bordering native vasculature as well as by recruiting blood circulating
endothelial progenitor cells. Bonemarrow (BM)-derived proangiogenic
cells (PACs), which were previously known as early endothelial progen-
itor cells (EPCs), have been implicated in both native and therapeutically
guided angiogenesis [132]. Our group have recently shown thatmiR-15a
and miR-16 profoundly inhibit the migratory potential of PACs isolated
from patients with CLI [83]. Ex vivo manipulation of PACs with anti-
miR-15a/16 improved survival and migratory capacity of these cells
and increased post-ischemic recovery of mice with limb ischemia [83].
Moreover, Tano et al. showed that the number of circulatingmononucle-
ar cells (MNCs) as well as of CXCR4 positive MNCs were increased by
acute IHD (an heart attack) in patients and identiﬁed miR-150 as a key
regulator for mobilizing these cells from the BM by targeting CXCR4
[133]. Knock down of miR-150 by transfection with its inhibitor in
MNCs resulted in enhanced migration capacity. Moreover, lenti-virus
mediated knock down of miR-150 signiﬁcantly increased CXCR4expression in MNCs and increased MNC mobilization from BM to PB
when transplanted into the BM of wild type mice [133]. This indicates
that miR-150 is associated with stem cell mobilization by targeting
CXCR4. Another study showed that microvesicle based exogenous miR-
150 delivery to human microvascular EC enhanced their migration
ability in vitro [134]. Collectively these studies show that miRs inﬂuence
recruitment of progenitor cells and could be used as a therapeutic tool for
effective host cell mobilization to the lumen of the scaffold in VTE.
6. MicroRNA therapeutics
As discussed earlier in this review, miRs have an essential role in
vascular biology and pathology as well as in stem cells differentiation
into vascular cells. To fully utilise the power of these master regulators
in VTE, there are several aspects that needs to be answered effectively.
Firstly, the choice of miR modulation strategies needed to give the
desired effect in VTE should be carefully considered. Secondly, how
these strategies would be delivered/used in a VTE perspective. We will
look into the approaches for therapeutic miR delivery strategies in the
following section.
Studies conducted over the last decade clearly show that miRs are
involved in almost all types of cellular processes, making them an at-
tractive therapeutic target that could be used in VTE. The clinical studies
conducted so far using GFs to enhance or modulate the cell source in
VTE has met with limited success. The limitations of current techniques
could be effectively overcome by the adequate use of “miR drugs”.
Strategies for miR-based therapies are based on either the restoration
of suppressed genes by inhibiting the speciﬁc miR and or the delivery/
overexpression of the miRs that suppress those target genes that have
a desired effect on the cell source or signal used in VTE. However, care
must be taken when targeting miRs that have multiple targets to
avoid unexpected side effects.MiRs are differently involved in themain-
tenance of a variety of cell types. Therefore it cannot be excluded that
the same miR can be advantageous to the cell population we want to
target, but have negative side effects on other cells or tissues. Hence, it
becomes evident that a ﬁnely tuned “miR drug” delivery is needed to
avoid potential harmful side effects. For example, the aforementioned
miR-34a involved in vascular cell senescence [75, 116], is one of the
most characterized tumour suppressor miRs in a variety of tumours
[135]. Based on these considerations, chemical modiﬁcations aimed to
improve the biological stability of selected miRs could be successfully
combined with targeted active delivery approaches, allowing easier
clinical translation.
6.1. “MicroRNA drugs” delivery during the vascular tissue engineering
process
Selecting the right miR drug delivery strategy for VTE is crucial in
determining the success of the construct. The major challenges in
delivering plasmid and oligonucleotide-based miR therapies are nucle-
ase degradation, limited cell membrane permeability, and generally
transient activity. Delivery strategies must be selected based on the
class of miR therapy chosen and also on the target tissue. For instance,
for localized applications, such as vascularising a tissue engineered
construct that can be easily accessed, a direct tissue injection can be
optimal. Controlled release of miRs could be achieved by using biode-
gradable scaffolds that can simultaneously act as a tissue template and
as a source of sustained miR release [136]. This would also allow more
spatiotemporal control over miR activity. It would be also ideal to do
material surface immobilisation of “miR drugs” to enhance local deliv-
ery and to minimize off-target effects. In cases where the tissue is not
easily accessible, systemic delivery approaches should be considered
[90]. The delivery of synthetic oligonucleotides in NPs or microparticles
could be used to prevent their rapid degradation by cellular and
serum nucleases and could prevent them from crossing through cell
membranes. This could signiﬁcantly reduce off target effects and ensure
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NPs to deliver miRs able tomodulate angiogenesis. Anand et al. used ves-
sel targeted NPs to deliver miR-132 [63]. The study used an integrin
αvβ3-targeted nanoparticle that can deliver nucleic acids or drugs to
the tumour neovasculature for selective delivery of anti-miR-132 to the
cancer endothelium in mice. Systemic administration of anti-miR-132
NPs blocked cancer angiogenesis [63]. The NPs were composed of
distearoylphosphatidylcholine (DSPC), cholesterol, dioleoylphosphatidyl-
ethanolamine (DOPE), distearoylphosphatidylethanolamine (DSPE)-
mPEG2000, and DSPE-cyclic RGDfK. Mice were treated with 50 μg
of scrambled anti-miRNA or anti-miR-132-NPs intravenously every
2 days starting from day 12. Injection of a single dose of anti-miR-132
in the RGD NPs decreased tumour size transiently with a half-life of
biological efﬁcacy of 2 days [63]. These NPs can be used to deliver inhib-
itor of miRs that impair angiogenesis and the VTE process. They could
also be employed to deliver mimics of miRs that are beneﬁcial in this
context. In summary, this study suggests a good approach for targeted
NP-based miR delivery that could be utilised with VTE.
Another approach would be to ex-vivo deliver miR therapy to cells
to modulate cell differentiation or survival as required for the VTE
construct. In a recent report Devalliere et al. report on a new approach
for enhanced EC transplantation using targeted NPs transfection to
deliver proangiogenicmiR-132 to cultured ECs before their transplanta-
tion, thereby sensitizing cells to the effects of endogenous GFs [137].
Transfection of ECs with miR-132 enhanced GF-induced proliferation
andmigration in 2D culture [137]. However,while the effects of conven-
tional transfectionwere short-lived, nanoparticle transfection produced
protein knockdown and biological effects that were signiﬁcantly longer
in duration (≥6 days) [137]. Transfection of ECs with miR-132 NPs
resulted in a 2-fold increase in the number of microvessels per square
millimeter compared to lipid after transplantation into immunodeﬁ-
cient mice and led to a higher number of mural cell-invested vessels
than control transfection [137]. These data suggest that it would be
possible to modulate cell characteristics using miR therapy prior to
their use in VTE.
6.2. MicroRNA delivery via extracellular vesicles
Functionally competent mature miRs are released by cells as conju-
gates with (lipo)proteins [138–140], and/or loaded in extracellular ves-
icles (EVs, exosomes), microparticles and apoptotic bodies [139, 141].
Being inside EVs or conjugated to (lipo)proteins makes extracellular
miRs resistant to degradation [142]. Exosomes and microparticles
(MPs) can transfer biologically active miRs to neighbouring or distant
cells [143]. MiR exchange via exosomes has been shown to modulate
cross-talk between ECs and VSMCs [109] and pericyte with ECs [78]. It
is important to note that the functionality of EVs can be enhanced by
modulating the culture conditions of the producing cells. For example
Lopatina et al. showed that the functionality and number of adipose
MSC-derived EVs can be increased by PDGF stimulation [144]. Another
study by Zhang et al. showed that hypoxic stimulation was required to
obtain functional EVs from BM–MSC [145]. Collectively, these studies
suggest that EVs with the ‘right’ miR or miR combinations can be used
directly to deliver therapeutic miRs to ischemic tissues and at different
steps of the vascular TEprocess. After isolation, EVs can be utilised either
separately or in combinationwith cells or other therapeutics for VTE. Di-
rect injection could be one way of EV delivery into the tissue or circula-
tion. It can be speculated that EVs can be mixed with scaffolds during
preparation or coated onto the scaffolds via chemical linkers, antibodies
or by speciﬁc tags. Use of EVs with biodegradable scaffolds with desired
release proﬁles would allow constant and gradual release of EVs for the
desired effect. A major advantage is that EVs would allow harnessing
the paracrine effects of stem and progenitor cells without having to
administer live (and potentially harmful) stem cell populations. This
would help in easier clinical translationwith regard to safety, regulation
and complexity. However a major challenge that needs to be addressedis how to isolate the required quantity of EV for VTE. The current gold
standard in isolation relies on ultracentrifugation [146]. Although com-
mercial reagents are available for higher yields, these products still
require a lot of optimisation [146]. As an alternative, artiﬁcial EVs can
be engineered with the desired miR cargo to be delivered during VTE
and for therapeutic angiogenesis in IHD and CLI. However, more
research is required in this direction to conﬁrm the feasibility of this ap-
proach. The optimization of EV production would allow one to regulate
the cargo release in response to different physical parameters, including
pH, temperature etc.Moreover, the EV membrane could be engineered
to contain epitopes guiding targeting and delivery into speciﬁc cell
types. From the above, it is apparent that more studies are required to
optimize the angiogenic potential of EVs for their effective use in VTE
and therapeutic angiogenesis.
6.3. Open questions and key challenges in microRNA therapeutics for
vascular tissue engineering
The studies discussed here indicate that miR therapeutics can
have wide applications for VTE supporting the enthusiasm for further
exploration of miRs as novel therapeutic candidates. However numerous
challenges remain in the path toward clinical translation ofmiR therapeu-
tics for VTE. miRs are master regulators targeting several regulatory
networks at the same time. Though this can be highly advantageous in
certain scenarios, the promiscuity of miRs also makes the process of
selecting the right therapeutic miR candidates very challenging. There is
inevitable overlap between key genes controlling pluripotency and differ-
entiation on the one hand cancer initiation and development on the other
[147]. A clear understanding of the complex regulatory networks by bio-
informatics, systems biology and target prediction algorithms is essential.
In most of the animal studies to date, the phenotypic effects of miRmod-
ulation have only been studied in the target tissue of interest, which
might have overlooked off-target effects in additional tissues. Moreover,
the doses used in most pre-clinical studies are unlikely to be clinically
feasible. It would be important to identify optimum dosing regimens to
establish the lowest possible efﬁcacious doses without side effects.
Another important factor that needs to be considered is that tissue re-
pair by VTE is a multi-step process that requires variable levels of miR
modulation depending on the stage of the TE process. Identifying the
miRs that are modulated during biological vascular repair in the body
would be very important for VTE. The best outcomes in miR therapy
for VTE might occur when the temporal provision of miR modulators
are matched to these biological repair processes. MiRmodulation strate-
gies are based on the presumption that relatively modest changes in the
expression of target mRNAs are sufﬁcient to evoke therapeutic beneﬁts.
An interesting study by Mukherji et al. showed that mRNA targets by
miRs display threshold effects such that the mRNA can be efﬁciently
modulated when it is present at relatively low levels compared to miR
[148]. However, when the mRNA is present at a far higher level, the
biological impact of miR becomes diminished since the miRs will not
be able to inhibit it anymore [148]. Hence swamping a system with
miR overexpression or inhibition strategies may be insufﬁcient to
achieve the desired outcome. Another study has shown that transfecting
with miR mimics and miR inhibitors affects the expression of genes
predicted to be under endogenous miR regulation [149]. This effect
was observable at both the mRNA and protein levels [150]. Apart from
controlling the miR levels, precision of targeting is also essential to en-
sure that the modulators are delivered to the targeted cell population.
In summary, for miR therapeutics for VTE needs intelligent target
selection coupled with precise spatiotemporal modulation of miR
targets. This is not a very easy task and requires extensive research.
7. Conclusions and future perspectives
Development of a tissue engineered vessel that is mechanically
robust, biologically functional and clinically compatible is extremely
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factors that need to be considered for VTE. The most successful ap-
proaches so far have utilised vascular cells and the process still require
long times for vessel generation. MiR modulation of cells for use in
VTE is an exciting, underexplored avenue. As discussed in this review,
a number of miRs have been reported to control vascular cell and
stem cell properties that determine vital therapeutic outcomes in VTE.
It may be possible to combine several modulatory strategies to harness
the ‘right’ miR expression signature for a desired clinical beneﬁt. miR
expression levels in vascular cells or progenitor cells could be manipu-
lated in vitro using either an inducible or suicide cassette. This would
allow constitutive expression of miRs and stringent governance of
temporal expression to target dysfunctional gene expression. This may
also open up new alternatives for obtaining autologous cells in a more
time efﬁcient manner for VTE. However, it is important to be careful
with implementing the exciting miR targeting technologies because
a complete understanding of all the processes is still lacking. As a
consequence, miRs have not yet reached clinical application. From a
translational point of view, ex-vivo use of miR targeting for improving
the production and functional properties of cells to be either used for
therapeutic angiogenesis approaches via direct transplantation into is-
chemic tissue or as building blocks for bioengineered scaffolds would
improve the risk proﬁle of any “miR drug”. This would also facilitate
the entrance into the clinical arena via a ﬁrst-in-man clinical trial,
which is now enthusiastically anticipated by the whole community of
basic and clinical scientists whose attention has been captured by miRs.
Sources of funding
BHF Centres of Regenerative Medicine (CE); Leducq Transatlantic
Network in Vascular microRNA (MIRVAD) (CE); Sir Jules Thorn award
2014 (MC); the National Institute for Health Research (NIHR) through
the Bristol Biomedical Research Unit (BRU) in Cardiovascular Medicine
(GDA). The views expressed are those of the author(s) and not neces-
sarily those of the National Health System, the NIHR or the Department
of Health.
Acknowledgements
The authors are part of the National Institute of Health Research
(NIHR) Bristol Cardiovascular Biomedical Research Unit (BRU); the
British Heart Foundation (BHF) Centre of Regenerative Medicine and
the Leducq Transatlantic Network in Vascular microRNA (MIRVAD).
GDA is a BHF Professor of Cardiac Surgery and a NIHR Senior Investiga-
tor. CE is a BHF Chair of Cardiovascular Science. We are grateful to our
colleague BHF Professor Andrew C Newby for his careful English revi-
sion of our article.
References
[1] B.J.A. Alberts, J. Lewis, et al., Molecular Biology of the Cell, 4 (2002).
[2] M. Wanjare, S. Kusuma, S. Gerecht, Perivascular cells in blood vessel regeneration,
Biotechnol. J. 8 (2013) 434–447.
[3] D. Krumhaar, H.-D. Schmidt, U. Schulz, Quantitative evaluation of retrograde
arterial ﬂow in chronic experimental arteriovenous ﬁstulas, Basic Res. Cardiol. 70
(1975) 29–45.
[4] H. Masuda, T. Asahara, Post-natal endothelial progenitor cells for neovasculariza-
tion in tissue regeneration, Cardiovasc. Res. 58 (2003) 390–398.
[5] T. Takahashi, C. Kalka, H.Masuda, D. Chen,M. Silver,M. Kearney,M.Magner, J.M. Isner,
T. Asahara, Ischemia-and cytokine-inducedmobilization of bonemarrow-derived en-
dothelial progenitor cells for neovascularization, Nat. Med. 5 (1999) 434–438.
[6] Z. Raval, D.W. Losordo, Cell therapy of peripheral arterial disease from experimen-
tal ﬁndings to clinical trials, Circ. Res. 112 (2013) 1288–1302.
[7] N. Beohar, J. Rapp, S. Pandya, D.W. Losordo, Rebuilding the damaged heart: the
potential of cytokines and growth factors in the treatment of ischemic heart
disease, J. Am. Coll. Cardiol. 56 (2010) 1287–1297.
[8] R. Gupta, J. Tongers, D.W. Losordo, Human studies of angiogenic gene therapy, Circ.
Res. 105 (2009) 724–736.
[9] T.T. Rissanen, S. Ylä-Herttuala, Current status of cardiovascular gene therapy, Mol.
Ther. 15 (2007) 1233–1247.[10] W.J. Yang, D.D. Yang, S. Na, G.E. Sandusky, Q. Zhang, G. Zhao, Dicer is required for
embryonic angiogenesis during mouse development, J. Biol. Chem. 280 (2005)
9330–9335.
[11] N.M. Kane, L. Howard, B. Descamps, M. Meloni, J. McClure, R. Lu, A. McCahill, C.
Breen, R.M. Mackenzie, C. Delles, J.C. Mountford, G. Milligan, C. Emanueli, A.H.
Baker, Role of microRNAs 99b, 181a, and 181b in the differentiation of human
embryonic stem cells to vascular endothelial cells, Stem Cells 30 (2012) 643–654.
[12] T. van der Bom, A.C. Zomer, A.H. Zwinderman, F.J. Meijboom, B.J. Bouma, B.J.
Mulder, The changing epidemiology of congenital heart disease, Nat. Rev. Cardiol.
8 (2010) 50–60.
[13] R.G. Ohye, E.L. Bove, Advances in congenital heart surgery, Curr. Opin. Pediatr. 13
(2001) 473–481.
[14] C.E. Mascio, S.K. Pasquali, J.P. Jacobs, M.L. Jacobs, E.H. Austin III, Outcomes in adult
congenital heart surgery: analysis of the Society of Thoracic Surgeons Database, J.
Thorac. Cardiovasc. Surg. 142 (2011) 1090–1097.
[15] S. Thompson, H. Ashton, L. Gao, R. Scott, Screening men for abdominal aortic
aneurysm: 10 year mortality and cost effectiveness results from the randomised
Multicentre Aneurysm Screening Study, BMJ 338 (2009).
[16] L.F. Hiratzka, G.L. Bakris, J.A. Beckman, R.M. Bersin, V.F. Carr, D.E. Casey Jr., K.A.
Eagle, L.K. Hermann, E.M. Isselbacher, E.A. Kazerooni, N.T. Kouchoukos, B.W.
Lytle, D.M. Milewicz, D.L. Reich, S. Sen, J.A. Shinn, L.G. Svensson, D.M. Williams,
2010 ACCF/AHA/AATS/ACR/ASA/SCA/SCAI/SIR/STS/SVM guidelines for the diagno-
sis and management of patients with Thoracic Aortic Disease: a report of the
American College of Cardiology Foundation/American Heart Association Task
Force on Practice Guidelines, American Association for Thoracic Surgery,
American College of Radiology, American Stroke Association, Society of Cardiovas-
cular Anesthesiologists, Society for Cardiovascular Angiography and Interventions,
Society of Interventional Radiology, Society of Thoracic Surgeons, and Society for
Vascular Medicine, Circulation 121 (2010) e266–e369.
[17] V.S. Ramanath, J.K. Oh, T.M. Sundt III, K.A. Eagle, Acute aortic syndromes and
thoracic aortic aneurysm, Mayo Clinic Proceedings, 84 2009, pp. 465–481.
[18] G.A. Kuzmik, A.X. Sang, J.A. Elefteriades, Natural history of thoracic aortic
aneurysms, J. Vasc. Surg. 56 (2012) 565–571.
[19] M.W. Majesky, Developmental basis of vascular smooth muscle diversity,
Arterioscler. Thromb. Vasc. Biol. 27 (2007) 1248–1258.
[20] F.M. Davis, D.L. Rateri, A. Daugherty, Mechanisms of aortic aneurysm formation:
translating preclinical studies into clinical therapies, Heart (2014) 305648
(heartjnl-2014).
[21] G. Spinetti, N. Kraenkel, C. Emanueli, P. Madeddu, Diabetes and vessel wall remod-
eling: from mechanistic insights to regenerative therapies, Cardiovasc. Res. 78 (2)
(2008) 265–273.
[22] H.R. Laube, J. Duwe, W. Rutsch, W. Konertz, Clinical experience with autologous
endothelial cell-seeded polytetraﬂuoroethylene coronary artery bypass grafts, J.
Thorac. Cardiovasc. Surg. 120 (2000) 134–141.
[23] N. L'Heureux, N. Dusserre, A. Marini, S. Garrido, L. de la Fuente, T. McAllister,
Technology insight: the evolution of tissue-engineered vascular grafts—from
research to clinical practice, Nat. Clin. Pract. Cardiovasc. Med. 4 (2007)
389–395.
[24] N.M. Kane, A.J. Thrasher, G.D. Angelini, C. Emanueli, Concise review: MicroRNAs as
modulators of stem cells and angiogenesis, Stem Cells 32 (2014) 1059–1066.
[25] B.Wang, A. Borazjani, M. Tahai, A.L. Curry, D.T. Simionescu, J. Guan, F. To, S.H. Elder, J.
Liao, Fabrication of cardiac patch with decellularized porcine myocardial
scaffold and bone marrow mononuclear cells, J. Biomed. Mater. Res. A 94 (2010)
1100–1110.
[26] R.W. Grauss, M.G. Hazekamp, F. Oppenhuizen, C.J. van Munsteren, A.C. Gittenberger-
deGroot,M.C. DeRuiter, Histological evaluation of decellularised porcine aortic valves:
matrix changes due to different decellularisation methods, Eur. J. Cardiothorac. Surg.
27 (2005) 566–571.
[27] K. Schenke-Layland, O. Vasilevski, F. Opitz, K. Konig, I. Riemann, K.J. Halbhuber, T.
Wahlers, U.A. Stock, Impact of decellularization of xenogeneic tissue on extracellu-
lar matrix integrity for tissue engineering of heart valves, J. Struct. Biol. 143 (2003)
201–208.
[28] T.W. Gilbert, T.L. Sellaro, S.F. Badylak, Decellularization of tissues and organs,
Biomaterials 27 (2006) 3675–3683.
[29] D.R. Clarke, R.M. Lust, Y.S. Sun, K.S. Black, J.D. Ollerenshaw, Transformation of non-
vascular acellular tissuematrices into durable vascular conduits, Ann. Thorac. Surg.
71 (2001) S433–S436.
[30] P. Simon, M.T. Kasimir, G. Seebacher, G. Weigel, R. Ullrich, U. Salzer-Muhar, E.
Rieder, E. Wolner, Early failure of the tissue engineered porcine heart valve
SYNERGRAFT in pediatric patients, Eur. J. Cardiothorac. Surg. 23 (2003)
1002–1006 (discussion 1006).
[31] A. Bader, G. Steinhoff, K. Strobl, T. Schilling, G. Brandes, H. Mertsching, D. Tsikas, J.
Froelich, A. Haverich, Engineering of human vascular aortic tissue based on a
xenogeneic starter matrix, Transplantation 70 (2000) 7–14.
[32] N. Tamura, T. Nakamura, H. Terai, A. Iwakura, S. Nomura, Y. Shimizu, M. Komeda, A
new acellular vascular prosthesis as a scaffold for host tissue regeneration, Int. J.
Artif. Organs 26 (2003) 783–792.
[33] S. Kaushal, G.E. Amiel, K.J. Guleserian, O.M. Shapira, T. Perry, F.W. Sutherland, E.
Rabkin, A.M. Moran, F.J. Schoen, A. Atala, S. Soker, J. Bischoff, J.E. Mayer Jr.,
Functional small-diameter neovessels created using endothelial progenitor cells
expanded ex vivo, Nat. Med. 7 (2001) 1035–1040.
[34] D. Kalfa, E. Bacha, New technologies for surgery of the congenital cardiac defect,
Rambam Maimonides Med. J. 4 (2013).
[35] R.G. Witt, G. Raff, J. Van Gundy, M. Rodgers-Ohlau, M.-S. Si, Short-term experience
of porcine small intestinal submucosa patches in paediatric cardiovascular surgery,
Eur. J. Cardiothorac. Surg. 44 (2013) 72–76.
89M. Caputo et al. / Advanced Drug Delivery Reviews 88 (2015) 78–91[36] N. Rivron, J. Liu, J. Rouwkema, dJ Boer, vC Blitterswijk, Engineering vascularised
tissues in vitro, Eur. Cell. Mater. 15 (2008) 27–40.
[37] J.A. Beamish, P. He, K. Kottke-Marchant, R.E. Marchant, Molecular regulation
of contractile smooth muscle cell phenotype: implications for vascular tissue
engineering, Tissue Eng. B Rev. 16 (2010) 467–491.
[38] C.B. Weinberg, E. Bell, A blood vessel model constructed from collagen and
cultured vascular cells, Science 231 (1986) 397–400.
[39] L. Niklason, J. Gao, W. Abbott, K. Hirschi, S. Houser, R. Marini, R. Langer, Functional
arteries grown in vitro, Science 284 (1999) 489–493.
[40] M. Olausson, P.B. Patil, V.K. Kuna, P. Chougule, N. Hernandez, K. Methe, C. Kullberg-
Lindh, H. Borg, H. Ejnell, S. Sumitran-Holgersson, Transplantation of an allogeneic
vein bioengineered with autologous stem cells: a proof-of-concept study, Lancet
380 (2012) 230–237.
[41] N. L'Heureux, L. Germain, R. Labbé, F.A. Auger, In vitro construction of a human
blood vessel from cultured vascular cells: a morphologic study, J. Vasc. Surg. 17
(1993) 499–509.
[42] T. Shin'oka, Y. Imai, Y. Ikada, Transplantation of a tissue-engineered pulmonary
artery, N. Engl. J. Med. 344 (2001) 532–533.
[43] K.M. Park, S. Gerecht, Harnessing developmental processes for vascular engineer-
ing and regeneration, Development 141 (2014) 2760–2769.
[44] T. Würdinger, B.A. Tannous, O. Saydam, J. Skog, S. Grau, J. Soutschek, R. Weissleder,
X.O. Breakeﬁeld, A.M. Krichevsky, miR-296 regulates growth factor receptor over-
expression in angiogenic endothelial cells, Cancer Cell 14 (2008) 382–393.
[45] Y. Pan, H. Liang, H. Liu, D. Li, X. Chen, L. Li, C.-Y. Zhang, K. Zen, Platelet-secreted
microRNA-223 promotes endothelial cell apoptosis induced by advanced glycation
end products via targeting the insulin-like growth factor 1 receptor, J. Immunol.
192 (2014) 437–446.
[46] D.P. Bartel, MicroRNAs: genomics, biogenesis, mechanism, and function, Cell 116
(2004) 281–297.
[47] A. Kozomara, S. Grifﬁths-Jones, miRBase: integrating microRNA annotation and
deep-sequencing data, Nucleic Acids Res. 39 (2011) D152–D157.
[48] D.P. Bartel, MicroRNAs: target recognition and regulatory functions, Cell 136
(2009) 215–233.
[49] V.N. Kim, J. Han, M.C. Siomi, Biogenesis of small RNAs in animals, Nat. Rev. Mol. Cell
Biol. 10 (2009) 126–139.
[50] V.N. Kim, MicroRNA biogenesis: coordinated cropping and dicing, Nat. Rev. Mol.
Cell Biol. 6 (2005) 376–385.
[51] Y.J. Kim, A. Maizel, X. Chen, Trafﬁc into silence: endomembranes and post-
transcriptional RNA silencing, EMBO J. 33 (2014) 968–980.
[52] A. Grimson, K.K. Farh, W.K. Johnston, P. Garrett-Engele, L.P. Lim, D.P. Bartel,
MicroRNA targeting speciﬁcity in mammals: determinants beyond seed pairing,
Mol. Cell 27 (2007) 91–105.
[53] H. Guo, N.T. Ingolia, J.S. Weissman, D.P. Bartel, Mammalian microRNAs predomi-
nantly act to decrease target mRNA levels, Nature 466 (2010) 835–840.
[54] T. Fukaya, Y. Tomari, MicroRNAs mediate gene silencing via multiple different
pathways in drosophila, Mol. Cell 48 (2012) 825–836.
[55] S. Djuranovic, A. Nahvi, R. Green, miRNA-mediated gene silencing by translational
repression followed by mRNA deadenylation and decay, Science 336 (2012)
237–240.
[56] A.A. Bazzini, M.T. Lee, A.J. Giraldez, Ribosome proﬁling shows that miR-430 reduces
translation before causing mRNA decay in zebraﬁsh, Science 336 (2012) 233–237.
[57] N. Liu, E.N. Olson, MicroRNA regulatory networks in cardiovascular development,
Dev. Cell 18 (2010) 510–525.
[58] S.E. Epstein, R. Kornowski, S. Fuchs, H.F. Dvorak, Angiogenesis therapy: amidst the
hype, the neglected potential for serious side effects, Circulation 104 (2001) 115–119.
[59] C. Doebele, A. Bonauer, A. Fischer, A. Scholz, Y. Reiss, C. Urbich, W.K. Hofmann, A.M.
Zeiher, S. Dimmeler, Members of the microRNA-17-92 cluster exhibit a cell-
intrinsic antiangiogenic function in endothelial cells, Blood 115 (2010) 4944–4950.
[60] A. Bonauer, G. Carmona, M. Iwasaki, M. Mione, M. Koyanagi, A. Fischer, J.
Burchﬁeld, H. Fox, C. Doebele, K. Ohtani, E. Chavakis, M. Potente, M. Tjwa, C.
Urbich, A.M. Zeiher, S. Dimmeler, MicroRNA-92a controls angiogenesis and
functional recovery of ischemic tissues in mice, Science 324 (2009) 1710–1713.
[61] X. Loyer, S. Potteaux, A.C. Vion, C.L. Guerin, S. Boulkroun, P.E. Rautou, B.
Ramkhelawon, B. Esposito, M. Dalloz, J.L. Paul, P.L. Julia, J. Maccario, C.M.
Boulanger, Z. Mallat, A. Tedgui, Inhibition of microRNA-92a prevents endothelial
dysfunction and atherosclerosis in mice, Circ. Res. 114 (3) (2013) 434–443.
[62] L. Poliseno, A. Tuccoli, L. Mariani, M. Evangelista, L. Citti, K. Woods, A. Mercatanti, S.
Hammond, G. Rainaldi, MicroRNAsmodulate the angiogenic properties of HUVECs,
Blood 108 (2006) 3068–3071.
[63] S. Anand, B.K. Majeti, L.M. Acevedo, E.A. Murphy, R. Mukthavaram, L. Scheppke, M.
Huang, D.J. Shields, J.N. Lindquist, P.E. Lapinski, MicroRNA-132-mediated loss of
p120RasGAP activates the endothelium to facilitate pathological angiogenesis,
Nat. Med. 16 (2010) 909–914.
[64] Y. Chen, D.H. Gorski, Regulation of angiogenesis through a microRNA (miR-130a)
that down-regulates antiangiogenic homeobox genes GAX and HOXA5, Blood
111 (2008) 1217–1226.
[65] P. Fasanaro, Y. D'Alessandra, V. Di Stefano, R. Melchionna, S. Romani, G. Pompilio,
M.C. Capogrossi, F. Martelli, MicroRNA-210 modulates endothelial cell response
to hypoxia and inhibits the receptor tyrosine kinase ligand Ephrin-A3, J. Biol.
Chem. 283 (2008) 15878–15883.
[66] S. Wang, E.N. Olson, AngiomiRs—key regulators of angiogenesis, Curr. Opin. Genet.
Dev. 19 (2009) 205–211.
[67] A. Bonauer, R. Boon, S. Dimmeler, Vascularmicrornas, Curr. Drug Targets 11 (2010)
943–949.
[68] A. Caporali, C. Emanueli, MicroRNA-503 and the extended microRNA-16 family in
angiogenesis, Trends Cardiovasc. Med. 21 (2011) 162–166.[69] S. Kumar, C.W. Kim, R.D. Simmons, H. Jo, Role of ﬂow-sensitive microRNAs in
endothelial dysfunction and atherosclerosis mechanosensitive athero-miRs,
Arterioscler. Thromb. Vasc. Biol. 34 (2014) 2206–2216.
[70] T. Marin, B. Gongol, Z. Chen, B. Woo, S. Subramaniam, S. Chien, J.Y.-J. Shyy,
Mechanosensitive microRNAs—role in endothelial responses to shear stress and
redox state, Free Radic. Biol. Med. 64 (2013) 61–68.
[71] T. Walles, H. Görler, C. Puschmann, H. Mertsching, Functional neointima character-
ization of vascular prostheses in human, Ann. Thorac. Surg. 77 (2004) 864–868.
[72] J. Yang, U. Nagavarapu, K. Relloma, M.D. Sjaastad, W.C. Moss, A. Passaniti, G.S.
Herron, Telomerized humanmicrovasculature is functional in vivo, Nat. Biotechnol.
19 (2001) 219–224.
[73] R. Menghini, V. Casagrande, M. Cardellini, E. Martelli, A. Terrinoni, F. Amati, M.
Vasa-Nicotera, A. Ippoliti, G. Novelli, G. Melino, R. Lauro, M. Federici, MicroRNA
217 modulates endothelial cell senescence via silent information regulator 1,
Circulation 120 (2009) 1524–1532.
[74] C. Emanueli, T. Thum, miRNAGE-34 induces cardiac damAGE, Cell Res. 23 (2013)
866–867.
[75] T. Ito, S. Yagi, M. Yamakuchi, MicroRNA-34a regulation of endothelial senescence,
Biochem. Biophys. Res. Commun. 398 (2010) 735–740.
[76] B.C. Bernardo, X.-M. Gao, C.E. Winbanks, E.J. Boey, Y.K. Tham, H. Kiriazis, P.
Gregorevic, S. Obad, S. Kauppinen, X.-J. Du, Therapeutic inhibition of the miR-34
family attenuates pathological cardiac remodeling and improves heart function,
Proceedings of the National Academy of Sciences, 109 2012, pp. 17615–17620.
[77] R.A. Boon, K. Iekushi, S. Lechner, T. Seeger, A. Fischer, S. Heydt, D. Kaluza, K.
Tréguer, G. Carmona, A. Bonauer, MicroRNA-34a regulates cardiac ageing and
function, Nature 495 (2013) 107–110.
[78] R. Katare, F. Riu, K. Mitchell, M. Gubernator, P. Campagnolo, Y. Cui, O. Fortunato, E.
Avolio, D. Cesselli, A.P. Beltrami, G. Angelini, C. Emanueli, P. Madeddu, Transplanta-
tion of human pericyte progenitor cells improves the repair of infarcted heart
through activation of an angiogenic program involving micro-RNA-132, Circ. Res.
109 (2011) 894–906.
[79] S.Y. Chan, J. Loscalzo, MicroRNA-210: a unique and pleiotropic hypoxamir, Cell
Cycle 9 (2010) 1072–1083.
[80] M. Meloni, M. Marchetti, K. Garner, B. Littlejohns, G. Sala-Newby, N. Xenophontos,
I. Floris, M.S. Suleiman, P. Madeddu, A. Caporali, C. Emanueli, Local inhibition of
microRNA-24 improves reparative angiogenesis and left ventricle remodeling
and function in mice with myocardial infarction, Mol. Ther. 21 (2013) 1390–1402.
[81] T.G. Hullinger, R.L. Montgomery, A.G. Seto, B.A. Dickinson, H.M. Semus, J.M. Lynch,
C.M. Dalby, K. Robinson, C. Stack, P.A. Latimer, J.M. Hare, E.N. Olson, E. van Rooij,
Inhibition of miR-15 protects against cardiac ischemic injury, Circ. Res. 110
(2012) 71–81.
[82] J. Fiedler, V. Jazbutyte, B.C. Kirchmaier, S.K. Gupta, J. Lorenzen, D. Hartmann, P.
Galuppo, S. Kneitz, J.T. Pena, C. Sohn-Lee, X. Loyer, J. Soutschek, T. Brand, T.
Tuschl, J. Heineke, U. Martin, S. Schulte-Merker, G. Ertl, S. Engelhardt, J.
Bauersachs, T. Thum, MicroRNA-24 regulates vascularity after myocardial
infarction, Circulation 124 (2011) 720–730.
[83] G. Spinetti, O. Fortunato, A. Caporali, S. Shantikumar, M. Marchetti, M. Meloni, B.
Descamps, I. Floris, E. Sangalli, R. Vono, E. Faglia, C. Specchia, G. Pintus, P.
Madeddu, C. Emanueli, MicroRNA-15a andmicroRNA-16 impair human circulating
proangiogenic cell functions and are increased in the proangiogenic cells and
serum of patients with critical limb ischemia, Circ. Res. 112 (2013) 335–346.
[84] Y. Suárez, C. Fernández-Hernando, J.S. Pober, W.C. Sessa, Dicer dependent
microRNAs regulate gene expression and functions in human endothelial cells,
Circ. Res. 100 (2007) 1164–1173.
[85] G. Ghosh, I.V. Subramanian, N. Adhikari, X. Zhang, H.P. Joshi, D. Basi, Y.S.
Chandrashekhar, J.L. Hall, S. Roy, Y. Zeng, S. Ramakrishnan, Hypoxia-induced
microRNA-424 expression in human endothelial cells regulates HIF-alpha isoforms
and promotes angiogenesis, J. Clin. Invest. 120 (2010) 4141–4154.
[86] A. Magenta, C. Cencioni, P. Fasanaro, G. Zaccagnini, S. Greco, G. Sarra-Ferraris, A.
Antonini, F. Martelli, M. Capogrossi, miR-200c is upregulated by oxidative stress
and induces endothelial cell apoptosis and senescence via ZEB1 inhibition, Cell
Death Differ. 18 (2011) 1628–1639.
[87] R. Menghini, V. Casagrande, M. Cardellini, E. Martelli, A. Terrinoni, F. Amati, M.
Vasa-Nicotera, A. Ippoliti, G. Novelli, G. Melino, MicroRNA 217modulates endothe-
lial cell senescence via silent information regulator 1, Circulation 120 (2009)
1524–1532.
[88] T. Zhao, J. Li, A.F. Chen, MicroRNA-34a induces endothelial progenitor cell
senescence and impedes its angiogenesis via suppressing silent information
regulator 1, Am. J. Physiol. Endocrinol. Metab. 299 (2010) E110–E116.
[89] S. Shantikumar, A. Caporali, C. Emanueli, Role of miRNA in diabetes and its
cardiovascular complications, Cardiovasc. Res. (2011) cvr300.
[90] A. Caporali, M. Meloni, C. Völlenkle, D. Bonci, G.B. Sala-Newby, R. Addis, G. Spinetti,
S. Losa, R. Masson, A.H. Baker, Deregulation of microRNA-503 contributes to diabe-
tes mellitus-induced impairment of endothelial function and reparative angiogen-
esis after limb ischemia, Circulation 123 (2011) 282–291.
[91] I. Floris, B. Descamps, A. Vardeu, T. Mitić, A.M. Posadino, S. Shantikumar, G. Sala-
Newby, G. Capobianco, G. Mangialardi, L. Howard, Gestational diabetes mellitus
impairs fetal endothelial cell functions through a mechanism involving
MicroRNA-101 and histone methyltransferase enhancer of zester homolog-2,
ATVBAHAArterioscler. Thromb. Vasc. Biol. 114 (2015) 304730.
[92] M. Dobaczewski, S. Akrivakis, K. Nasser, L.H. Michael, M.L. Entman, N.G.
Frangogiannis, Vascular mural cells in healing canine myocardial infarcts, J.
Histochem. Cytochem. 52 (2004) 1019–1029.
[93] A. Birbrair, T. Zhang, Z.-M. Wang, M.L. Messi, A. Mintz, O. Delbono, Pericytes at the
intersection between tissue regeneration and pathology, Clin. Sci. 128 (2015)
81–93.
90 M. Caputo et al. / Advanced Drug Delivery Reviews 88 (2015) 78–91[94] E. Larsson, P. Fredlund Fuchs, J. Heldin, I. Barkefors, C. Bondjers, G. Genové, C.
Arrondel, P. Gerwins, C. Kurschat, B. Schermer, Discovery of microvascular miRNAs
using public gene expression data: miR-145 is expressed in pericytes and is a
regulator of Fli1, Genome Med. 1 (2009) (108-108).
[95] J.S. Truettner, V. Katyshev, N. Esen-Bilgin, W.D. Dietrich, P. Dore-Duffy, Hypoxia
alters MicroRNA expression in rat cortical pericytes, MicroRNA. 2 (2013) 32.
[96] W. He, A. Nieponice, L. Soletti, Y. Hong, B. Gharaibeh, M. Crisan, A. Usas, B. Peault, J.
Huard, W.R. Wagner, Pericyte-based human tissue engineered vascular grafts,
Biomaterials 31 (2010) 8235–8244.
[97] G. Invernici, C. Emanueli, P. Madeddu, S. Cristini, S. Gadau, A. Benetti, E. Ciusani, G.
Stassi, M. Siragusa, R. Nicosia, Human fetal aorta contains vascular progenitor cells
capable of inducing vasculogenesis, angiogenesis, and myogenesis in vitro and in a
murine model of peripheral ischemia, Am. J. Pathol. 170 (2007) 1879–1892.
[98] G. Ren, L.H. Michael, M.L. Entman, N.G. Frangogiannis, Morphological characteris-
tics of themicrovasculature in healingmyocardial infarcts, J. Histochem. Cytochem.
50 (2002) 71–79.
[99] E. Beltramo, M. Porta, Pericyte loss in diabetic retinopathy: mechanisms and
consequences, Curr. Med. Chem. 20 (2013) 3218–3225.
[100] M.R. Hayden, Y. Yang, J. Habibi, S.V. Bagree, J.R. Sowers, Pericytopathy: oxidative stress
and impaired cellular longevity in the pancreas and skeletal muscle in metabolic
syndrome and type 2 diabetes, Oxidative Med. Cell. Longev. 3 (2010) 290–303.
[101] G.K. Owens, M.S. Kumar, B.R. Wamhoff, Molecular regulation of vascular smooth
muscle cell differentiation in development and disease, Physiol. Rev. 84 (2004)
767–801.
[102] P. Lacolley, V. Regnault, A. Nicoletti, Z. Li, J.-B. Michel, The vascular smooth muscle
cell in arterial pathology: a cell that can take on multiple roles, Cardiovasc. Res. 95
(2012) 194–204.
[103] S. Silber, A. Colombo, A.P. Banning, K. Hauptmann, J. Drzewiecki, E. Grube, D.
Dudek, D.S. Baim, Final 5-year results of the TAXUS II trial A randomized study
to assess the effectiveness of slow-and moderate-release polymer-based
paclitaxel-eluting stents for de novo coronary artery lesions, Circulation 120
(2009) 1498–1504.
[104] M. Xin, E.M. Small, L.B. Sutherland, X. Qi, J. McAnally, C.F. Plato, J.A. Richardson, R.
Bassel-Duby, E.N. Olson, MicroRNAs miR-143 and miR-145 modulate cytoskeletal
dynamics and responsiveness of smooth muscle cells to injury, Genes Dev. 23
(2009) 2166–2178.
[105] T. Boettger, N. Beetz, S. Kostin, J. Schneider, M. Krüger, L. Hein, T. Braun, Acquisition
of the contractile phenotype by murine arterial smooth muscle cells depends on
the Mir143/145 gene cluster, J. Clin. Invest. 119 (2009) 2634–2647.
[106] K.R. Cordes, N.T. Sheehy, M.P. White, E.C. Berry, S.U. Morton, A.N. Muth, T.-H. Lee,
J.M. Miano, K.N. Ivey, D. Srivastava, miR-145 and miR-143 regulate smooth muscle
cell fate and plasticity, Nature 460 (2009) 705–710.
[107] L. Elia, M. Quintavalle, J. Zhang, R. Contu, L. Cossu, M.V. Latronico, K.L. Peterson, C.
Indolﬁ, D. Catalucci, J. Chen, The knockout of miR-143 and-145 alters smooth
muscle cell maintenance and vascular homeostasis in mice: correlates with
human disease, Cell Death Differ. 16 (2009) 1590–1598.
[108] S. Fichtlscherer, S. De Rosa, H. Fox, T. Schwietz, A. Fischer, C. Liebetrau, M. Weber,
C.W. Hamm, T. Röxe, M. Müller-Ardogan, Circulating microRNAs in patients with
coronary artery disease, Circ. Res. 107 (2010) 677–684.
[109] E. Hergenreider, S. Heydt, K. Tréguer, T. Boettger, A.J. Horrevoets, A.M. Zeiher, M.P.
Scheffer, A.S. Frangakis, X. Yin, M. Mayr, Atheroprotective communication between
endothelial cells and smooth muscle cells through miRNAs, Nat. Cell Biol. 14
(2012) 249–256.
[110] X. Liu, Y. Cheng, S. Zhang, Y. Lin, J. Yang, C. Zhang, A necessary role of miR-221 and
miR-222 in vascular smooth muscle cell proliferation and neointimal hyperplasia,
Circ. Res. 104 (2009) 476–487.
[111] X. Liu, Y. Cheng, J. Yang, L. Xu, C. Zhang, Cell-speciﬁc effects of miR-221/222 in
vessels: molecular mechanism and therapeutic application, J. Mol. Cell. Cardiol.
52 (2012) 245–255.
[112] M.C. Chan, A.C. Hilyard, C. Wu, B.N. Davis, N.S. Hill, A. Lal, J. Lieberman, G. Lagna, A.
Hata, Molecular basis for antagonism between PDGF and the TGFβ family of signal-
ling pathways by control of miR‐24 expression, EMBO J. 29 (2010) 559–573.
[113] B.N. Davis, A.C. Hilyard, P.H. Nguyen, G. Lagna, A. Hata, Induction of microRNA-221
by platelet-derived growth factor signaling is critical for modulation of vascular
smooth muscle phenotype, J. Biol. Chem. 284 (2009) 3728–3738.
[114] R. Ji, Y. Cheng, J. Yue, J. Yang, X. Liu, H. Chen, D.B. Dean, C. Zhang, MicroRNA
expression signature and antisense-mediated depletion reveal an essential role
of MicroRNA in vascular neointimal lesion formation, Circ. Res. 100 (2007)
1579–1588.
[115] P. Zhang, A. Huang, J. Ferruzzi, R.P. Mecham, B.C. Starcher, G. Tellides, J.D.
Humphrey, F.J. Giordano, L.E. Niklason, W.C. Sessa, Inhibition of microRNA-29
enhances elastin levels in cells haploinsufﬁcient for elastin and in bioengineered
vessels—brief report, Arterioscler. Thromb. Vasc. Biol. 32 (2012) 756–759.
[116] I. Badi, I. Burba, C. Ruggeri, F. Zeni, M. Bertolotti, A. Scopece, G. Pompilio, A. Raucci,
MicroRNA-34a induces vascular smooth muscle cells senescence by SIRT1 down-
regulation and promotes the expression of age-associated pro-inﬂammatory
secretory factors, J. Gerontol. A: Biol. Med. Sci. (2014) glu180.
[117] S.L. Dahl, J. Koh, V. Prabhakar, L.E. Niklason, Decellularized native and engineered
arterial scaffolds for transplantation, Cell Transplant. 12 (2003) 659–666.
[118] D. Johnson, P. Robson, Y. Hew, F. Keeley, Decreased elastin synthesis in normal
development and in long-term aortic organ and cell cultures is related to rapid
and selective destabilization of mRNA for elastin, Circ. Res. 77 (1995) 1107–1113.
[119] N.M. Kane, L. Howard, B. Descamps, M. Meloni, J. McClure, R. Lu, A. McCahill, C.
Breen, R.M. Mackenzie, C. Delles, Role of microRNAs 99b, 181a, and 181b in the dif-
ferentiation of human embryonic stem cells to vascular endothelial cells, Stem
Cells 30 (2012) 643–654.[120] N.M. Kane, M. Meloni, H.L. Spencer, M.A. Craig, R. Strehl, G. Milligan, M.D. Houslay,
J.C. Mountford, C. Emanueli, A.H. Baker, Derivation of endothelial cells from human
embryonic stem cells by directed differentiation analysis of microRNA and
angiogenesis in vitro and in vivo, Arterioscler. Thromb. Vasc. Biol. 30 (2010)
1389–1397.
[121] T. Chen, H. Bai, Y. Shao, M. Arzigian, V. Janzen, E. Attar, Y. Xie, D.T. Scadden, Z.Z.
Wang, Stromal cell-derived factor-1/CXCR4 signaling modiﬁes the capillary-like
organization of human embryonic stem cell-derived endothelium in vitro, Stem
Cells 25 (2007) 392–401.
[122] Z. Luo, G. Wen, G. Wang, X. Pu, S. Ye, Q. Xu, W.Wang, Q. Xiao, MicroRNA-200C and
-150 play an important role in endothelial cell differentiation and vasculogenesis
by targeting transcription repressor ZEB1, Stem Cells 31 (2013) 1749–1762.
[123] J.E. Fish, M.M. Santoro, S.U. Morton, S. Yu, R.-F. Yeh, J.D. Wythe, K.N. Ivey, B.G.
Bruneau, D.Y. Stainier, D. Srivastava, miR-126 regulates angiogenic signaling and
vascular integrity, Dev. Cell 15 (2008) 272–284.
[124] K. Treguer, E.-M. Heinrich, K. Ohtani, A. Bonauer, S. Dimmeler, Role of the
microRNA-17–92 cluster in the endothelial differentiation of stem cells, J. Vasc.
Res. 49 (2011) 447–460.
[125] A. Dar, H. Domev, O. Ben-Yosef, M. Tzukerman, N. Zeevi-Levin, A. Novak, I.
Germanguz, M. Amit, J. Itskovitz-Eldor, Multipotent vasculogenic pericytes from
human pluripotent stem cells promote recovery of murine ischemic limb, Circula-
tion 125 (2012) 87–99.
[126] S. Yamaguchi, K. Yamahara, K. Homma, S. Suzuki, S. Fujii, R. Morizane, T. Monkawa,
Y. Matsuzaki, K. Kangawa, H. Itoh, The role of microRNA-145 in human embryonic
stem cell differentiation into vascular cells, Atherosclerosis 219 (2011) 468–474.
[127] K. Takahashi, S. Yamanaka, Induction of pluripotent stem cells frommouse embry-
onic and adult ﬁbroblast cultures by deﬁned factors, Cell 126 (2006) 663–676.
[128] C. Xie, H. Huang, X. Sun, Y. Guo, M. Hamblin, R.P. Ritchie, M.T. Garcia-Barrio, J.
Zhang, Y.E. Chen, MicroRNA-1 regulates smooth muscle cell differentiation by
repressing Kruppel-like factor 4, Stem Cells Dev. 20 (2010) 205–210.
[129] A. van Mil, K.R. Vrijsen, M.-J. Goumans, C.H. Metz, P.A. Doevendans, J.P. Sluijter,
microRNA-1 enhances the angiogenic differentiation of human cardiomyocyte
progenitor cells, J. Mol. Med. 91 (2013) 1001–1012.
[130] H. Huang, C. Xie, X. Sun, R.P. Ritchie, J. Zhang, Y.E. Chen, miR-10a contributes to
retinoid acid-induced smooth muscle cell differentiation, J. Biol. Chem. 285
(2010) 9383–9389.
[131] P.D. Mariner, E. Johannesen, K.S. Anseth, Manipulation of miRNA activity acceler-
ates osteogenic differentiation of hMSCs in engineered 3D scaffolds, J. Tissue Eng.
Regen. Med. 6 (2012) 314–324.
[132] S. Sahoo, E. Klychko, T. Thorne, S. Misener, K.M. Schultz, M. Millay, A. Ito, T. Liu, C.
Kamide, H. Agrawal, Exosomes from human CD34+ stem cells mediate their
proangiogenic paracrine activity, Circ. Res. 109 (2011) 724–728.
[133] N. Tano, H.W. Kim, M. Ashraf, microRNA-150 regulates mobilization and migration
of bone marrow-derived mononuclear cells by targeting Cxcr4, PLoS One 6 (2011)
e23114.
[134] J. Li, Y. Zhang, Y. Liu, X. Dai, W. Li, X. Cai, Y. Yin, Q. Wang, Y. Xue, C. Wang,
Microvesicle-mediated transfer of microRNA-150 from monocytes to endothelial
cells promotes angiogenesis, J. Biol. Chem. 288 (2013) 23586–23596.
[135] G. Misso, M.T. Di Martino, G. De Rosa, A.A. Farooqi, A. Lombardi, V. Campani, M.R.
Zarone, A. Gullà, P. Tagliaferri, P. Tassone, Mir-34: a new weapon against cancer?
Mol. Ther.–Nucleic Acids 3 (2014) e194.
[136] C.E. Nelson, M.K. Gupta, E.J. Adolph, J.M. Shannon, S.A. Guelcher, C.L. Duvall,
Sustained local delivery of siRNA from an injectable scaffold, Biomaterials 33
(2012) 1154–1161.
[137] J. Devalliere, W.G. Chang, J.W. Andrejecsk, P. Abrahimi, C.J. Cheng, D. Jane-wit,
W.M. Saltzman, J.S. Pober, Sustained delivery of proangiogenic microRNA-132 by
nanoparticle transfection improves endothelial cell transplantation, FASEB J. 28
(2014) 908–922.
[138] J. Wagner, M. Riwanto, C. Besler, A. Knau, S. Fichtlscherer, T. Roxe, A.M. Zeiher, U.
Landmesser, S. Dimmeler, Characterization of levels and cellular transfer of circu-
lating lipoprotein-bound microRNAs, Arterioscler. Thromb. Vasc. Biol. 33 (2013)
1392–1400.
[139] R.A. Boon, K.C. Vickers, Intercellular transport of microRNAs, Arterioscler. Thromb.
Vasc. Biol. 33 (2013) 186–192.
[140] R.C. Lai, F. Arslan, M.M. Lee, N.S. Sze, A. Choo, T.S. Chen, M. Salto-Tellez, L. Timmers,
C.N. Lee, R.M. El Oakley, G. Pasterkamp, D.P. de Kleijn, S.K. Lim, Exosome secreted
by MSC reduces myocardial ischemia/reperfusion injury, Stem Cell Res. 4 (2010)
214–222.
[141] S. Sahoo, D.W. Losordo, Exosomes and cardiac repair after myocardial infarction,
Circ. Res. 114 (2014) 333–344.
[142] J.A. Weber, D.H. Baxter, S. Zhang, D.Y. Huang, K.H. Huang, M.J. Lee, D.J. Galas, K.
Wang, The microRNA spectrum in 12 body ﬂuids, Clin. Chem. 56 (2010)
1733–1741.
[143] H. Valadi, K. Ekstrom, A. Bossios, M. Sjostrand, J.J. Lee, J.O. Lotvall, Exosome-
mediated transfer of mRNAs and microRNAs is a novel mechanism of genetic
exchange between cells, Nat. Cell Biol. 9 (2007) 654–659.
[144] T. Lopatina, S. Bruno, C. Tetta, N. Kalinina, M. Porta, G. Camussi, Platelet-derived
growth factor regulates the secretion of extracellular vesicles by adipose mesen-
chymal stem cells and enhances their angiogenic potential, Cell Commun Signal
12 (2014) 26.
[145] H.-C. Zhang, X.-B. Liu, S. Huang, X.-Y. Bi, H.-X.Wang, L.-X. Xie, Y.-Q.Wang, X.-F. Cao,
J. Lv, F.-J. Xiao, Microvesicles derived from human umbilical cord mesenchymal
stem cells stimulated by hypoxia promote angiogenesis both in vitro and in vivo,
Stem Cells Dev. 21 (2012) 3289–3297.
[146] S.J. Gould, G. Raposo, As we wait: coping with an imperfect nomenclature for
extracellular vesicles, J. Extracellular Vesicles. 2 (2013).
91M. Caputo et al. / Advanced Drug Delivery Reviews 88 (2015) 78–91[147] F.-J. Müller, L.C. Laurent, D. Kostka, I. Ulitsky, R. Williams, C. Lu, I.-H. Park, M.S. Rao,
R. Shamir, P.H. Schwartz, Regulatory networks deﬁne phenotypic classes of human
stem cell lines, Nature 455 (2008) 401–405.
[148] S. Mukherji, M.S. Ebert, G.X. Zheng, J.S. Tsang, P.A. Sharp, A. van Oudenaarden,
MicroRNAs can generate thresholds in target gene expression, Nat. Genet. 43
(2011) 854–859.
[149] A.A. Khan, D. Betel, M.L. Miller, C. Sander, C.S. Leslie, D.S. Marks, Transfection of
small RNAs globally perturbs gene regulation by endogenous microRNAs, Nat.
Biotechnol. 27 (2009) 549–555.
[150] S. Roy, S. Khanna, S.-R.A. Hussain, S. Biswas, A. Azad, C. Rink, S. Gnyawali, S. Shilo,
G.J. Nuovo, C.K. Sen, MicroRNA expression in response to murine myocardial in-
farction:miR-21 regulates ﬁbroblast metalloprotease-2 via phosphatase and tensin
homologue, Cardiovasc. Res. 82 (1) (2009) 21–29.
[151] P. Zilla, M. Deutsch, J. Meinhart, R. Puschmann, T. Eberl, E. Minar, R. Dudczak, H.
Lugmaier, P. Schmidt, I. Noszian, Clinical in vitro endothelialization of femoropopliteal
bypass grafts: an actuarial follow-up over three years, J. Vasc. Surg. 19 (1994)
540–548.
[152] T. Shinoka, D. Shum-Tim, P.X. Ma, R.E. Tanel, N. Isogai, R. Langer, J.P. Vacanti, J.E.
Mayer Jr., Creation of viable pulmonary artery autografts through tissue engineer-
ing, J. Thorac. Cardiovasc. Surg. 115 (1998) 536–546.
[153] C. Doebele, A. Bonauer, A. Fischer, A. Scholz, Y. Reiss, C. Urbich, W.-K. Hofmann,
A.M. Zeiher, S. Dimmeler, Members of the microRNA-17–92 cluster exhibit a
cell-intrinsic antiangiogenic function in endothelial cells, Blood 115 (2010)
4944–4950.
[154] X. Qin, X. Wang, Y. Wang, Z. Tang, Q. Cui, J. Xi, Y.S. Li, S. Chien, N. Wang, MicroRNA-
19a mediates the suppressive effect of laminar ﬂow on cyclin D1 expression in
human umbilical vein endothelial cells, Proceedings of the National Academy of
Sciences of the United States of America, 107 2010, pp. 3240–3244.[155] M. Weber, S. Kim, N. Patterson, K. Rooney, C.D. Searles, MiRNA-155 targets myosin
light chain kinase and modulates actin cytoskeleton organization in endothelial
cells, Am. J. Physiol. Heart Circ. Physiol. 306 (2014) H1192–H1203.
[156] Y. Fang, P.F. Davies, Site-speciﬁc microRNA-92a regulation of Krüppel-like factors 4
and 2 in atherosusceptible endothelium, Arterioscler. Thromb. Vasc. Biol. 32
(2012) 979–987.
[157] C.W. Ni, H. Qiu, H. Jo, MicroRNA-663 upregulated by oscillatory shear stress plays a
role in inﬂammatory response of endothelial cells, Am. J. Physiol. Heart Circ.
Physiol. 300 (2011) H1762–H1769.
[158] A. Schober, M. Nazari-Jahantigh, Y. Wei, K. Bidzhekov, F. Gremse, J. Grommes, R.T.
Megens, K. Heyll, H. Noels, M. Hristov, MicroRNA-126-5p promotes endothelial
proliferation and limits atherosclerosis by suppressing Dlk1, Nat. Med. 20 (2014)
368–376.
[159] Y. Fang, C. Shi, E. Manduchi, M. Civelek, P.F. Davies, MicroRNA-10a regulation
of proinﬂammatory phenotype in athero-susceptible endothelium in vivo
and in vitro, Proceedings of the National Academy of Sciences, 107 2010,
pp. 13450–13455.
[160] C.W. Kim, S. Kumar, D.J. Son, I.-H. Jang, K.K. Griendling, H. Jo, Prevention of abdom-
inal aortic aneurysm by anti-microRNA-712 or anti-microRNA-205 in angiotensin
II-infused mice, Arterioscler. Thromb. Vasc. Biol. 34 (2014) 1412–1421.
[161] S. Nicoli, C. Standley, P. Walker, A. Hurlstone, K.E. Fogarty, N.D. Lawson, MicroRNA-
mediated integration of haemodynamics and Vegf signalling during angiogenesis,
Nature 464 (2010) 1196–1200.
[162] Y. Suárez, C. Fernández-Hernando, J. Yu, S.A. Gerber, K.D. Harrison, J.S. Pober, M.L.
Iruela-Arispe, M. Merkenschlager, W.C. Sessa, Dicer-dependent endothelial
microRNAs are necessary for postnatal angiogenesis, Proceedings of the National
Academy of Sciences, 105 2008, pp. 14082–14087.
